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VL IVGRLTKRDVPDELRYTSPANSGVAAVAGTQTFSTMLAVDNRPQTFTSNGAGQNQSGDEREADF IPNI
CVI

TWRKQRLQSAETNCFVANYFTLRKKGRSLATVAGVEDGR I
LQVT

NTDB id 986858 MHI37 RS31050 WP 076339299.1 MLNRVILIGRLTRDPELRYTPAGVAVTQFTLAVDRPFTSGGQGEREADFIPIVTWRQLAETCANYLRKGRLTAVEGRIQV 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTN.QSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQT 79
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTN.ANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQT 79
consensus !*!!!*!*!!!!*!**!!!!* !*!!**!**!!*! !!* **!*!!!!!!**!*!!* !!* !!***!!*! *!*!!*!*
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FLEPSKNRKNTDGTTGEGQSGRSQRSEGDEGAGSGQSGNFSYGNEGSGNTNQSSGNTGSGGQSYFGGGNAQNSDQNSGPFGTGSNPQNQSNSTQGRNARNPAQSAGNNSRNSNDFT

NTDB id 986858 MHI37 RS31050 WP 076339299.1 RNYENNEGKRVYVTEVIADNVRFLESNKDGGSSREEGGSSNSGGTS.TGGGSFGGNASQ.......SSGNRPSGNNSRND 152
NTDB id 113 BSU 40900 NP 391970.1 RNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG...NSF 151
NTDB id 624 LCA RS00040 WP 011373726.1 RNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAA...NNT 149
consensus !!!!!**!*!!*!!!!***** *!!** *** **** *** ** !** *** * * ******* * **
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RDPFQADNNDGKQRAP IDI SEDDDLPF

NTDB id 986858 MHI37 RS31050 WP 076339299.1 SRDPFQDDGRPIDISEDDLPF 173
NTDB id 113 BSU 40900 NP 391970.1 NDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 QADPFANNGQAIDISDDDLPF 170
consensus * !!!***!**!!!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


