- ,Mwmmxw%swwwwtmevmmmgmmm

NTDB id 98669 R8615 RS07145 WP 024477843.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1 ..
NTDB id 292 STER RS06940 WP 011681419.1 MAMKKSKWLALAGVALLGVGVLAACSSKSWTSGTTYGYVYSSDPE LDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDVW
consensus sk D Ese ok D1 Dok Dotokor Dok Dototoroskskok | ook Do DD Do D1 oo Do Dok Dotk Dok Dok Do DD D Do Do Dok DD Do DD D DL

o R O A ERR O A T

NTDB id 98669 R8615 RS07145 WP 024477843.1 VSMDGLTYTYK RKPE\KW TSEGEEYAJJVTANDEFVTGL[AMAADISK | YLVQDS AGLDY GiSNSIDESI{VGVKA DDWNT Q
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVSWDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAAD@KAG YLVQDSIAGLSDYLSGEINKDFSNVGVKAIDDYTLQ
NTDB id 324 STU RS16140 WP 011226306.1 SVSIWDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVKAID YTLQ
NTDB id 292 STER RS06940 WP 011681419.1 SVSIWDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQ

e

NTDB id 98669 R8615 RS07145 WP 024477843.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1
NTDB id 292 STER RS06940 WP 011681419.1
consensus

ﬁ;mmmmwwmiWMMMWMWMMW&&AMMMM%MMWQ

N0 BT R AR A Rt LTI Y 0TI PR R - DR G SDQ ALRRGFTDGAYEJMARV PTSSNY SVEKKYKDNIYYTAPGASTSAIG N DRQSYK AKKTD EK STKKALLNKDFRQ
NTDB id 324 STU RS16140 WP 011226306.1 GSDQ ALWRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGIN DRQSYKYTAKKTDSEKSSTKKALLNKDFRQ
NTDB id 292 STER RS06940 WP 011681419.1 GSDQ ALJJRGFTDGAYNFARVFPTSSNYASVEKKYKDNI YTAPGASTSAIGIN DRQSYKYTAKKTDSEKSSTKKALLNKDFRQ
consensus DUV Lsn b LU LR DD Dok Lok Do b Lo Dotk |1 L | Dok Dokt kg r ook Lok 1 Lok | Lorokk Lok Lk DLk D Dk L D1 L% 1L

= e o L SHAE L) N

NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 292 STER RS06940 WP 011681419.1 AINFAIDRIJAYQSQINGKDGATL RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNMADEQDGLYNAEKAKTEFAKAKDA
consensus EN N I N Y oy o I R Y Ry Y i o ey Y ooy o I ey ooy i ey oy oy oy oy i ey i e e ey ey

o D L et sl SN LSt IMARMEN e )

NTDB id 98669 R8615 RS07145 WP 024477843.1 |BEVAK{eAAaby-RN:0ny/K T\ VERD)QUGHEQ GV SERRQRISINS VINERIAAMRIRREIRI RSN B SIS G Y FENQ TEVAQ KDRSMR Y HG . (EATGI2ohdeln)y
NTDB id 475 HSISS4 RS07005 WP 021143809.1  |MeLusleaUei-nzg: 0N )N-AIRISEY QI AN ARSI R NN () SIMEr I AAN VIR (R} H=110)0) NATLNAANAAAEDWDISNGV.W PDYQDP
NTDB id 324 STU RS16140 WP 011226306.1 LQADGVQFPIHLDLPVDQSSKLNVAQWQSLKQTIEKSLGS NVVIDINQLSSDDLENTLNAANAAAEDWDISNEV W PDYQDP
NTDB id 292 STER RS06940 WP 011681419.1 LQADGVQFPIHLDLPV QSSKLNVAQWQSLKQTIEKSLGS NVVIDINQLSSDDLENATLNAANAAAEDWDISNEIVGW PDYQDP
consensus P Dok DL LD LD Pk Doksksksk Dokosksksksk sk Dok D sk D Poksk DD b DD Dok Dbk D Doskoskskskskskskok Doksk D Dk Dok Dk sksk bk 1D

169
168
168
168

253
253
253
253

338
338
338
338

423
423
423
423

507
508
508
508



[ LDIFTTETE o0l oLy ST IR LN L A

NTDB id 98669 R8615 RS07145 WP 024477843.1 RERNEMERINIINEIGGVLQNLGLEPGEANDKNKENAEI®D VT Q Q 590
NTDB id 475 HSISS4 RS07005 WP 021143809.1  SERARENNGRESIINNENTIRICN @IS IPY.V.V AN ONEVINF SAASET DLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
NTDB id 324 STU RS16140 WP 011226306.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAT SEEEAK]
NTDB id 292 STER RS06940 WP 011681419.1 STYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVIS 593
consensus

logo

NTDB id 98669 R8615 RS07145 WP 024477843.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1 .
NTDB id 324 STU RS16140 WP 011226306.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK
NTDB id 292 STER RS06940 WP 011681419.1 RLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK
consensus

K non conserved
B similar
>50% conserved



