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NTDB id 986563 MHB69 RS15215 WP 339240207.1 MRKFYSKLTVILVILSFIYVIYISYINVFNIFVGAAVKENSHGQLEVVDVDNFTDSYLAGVRKGDIILEVNGNKKPVEEV 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
consensus !* ! !* ***!! *!* ! *!! * ! *! ** ! * ! * ** * !*! !!!!! *! !** **
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 KRGFLANVKSLVVDRHGDKIDLENVRLLS...QANLFIYLIPVILYSICLFCIFMILKMNKANQKESAYILALFLLAVSI 157
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
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logo

A
GYI

VSASGGPSFGKRGEHAI INSR I
Y
I
L
N
V
I
L
F
VTFMI

NSSVP I
PLYLMHQF IMQYQRYLGKE I

LGKTETFI ILNRR I
R
S
V
LFF

YLYI
L
I
VP I

V
F
TNLVGL ILEVFLFQYDKNYKLAQGVDP I

VDFI LATY
NTDB id 986563 MHB69 RS15215 WP 339240207.1 GYVSSGGSGKGEAISRILVIVTMNSVPPLYMHFMYQYLKELGTEIIRRRVLFYLYLVPVTNVLLVLFYKNKAGPVDILAY 237
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRIS..FLYIIPIFNLGIEFFQDYLQVDIDFLAT 238
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 VNLLSFFVLAFFSIIITIRAAKKLKDNEVSNVLRAFALILISAFSPFMLFFIIPYFFGI.YFISPYVVASFVLLIPFFLV 316
NTDB id 91 BSU 31690 NP 391047.2 LNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLV 318
consensus *!!*!! ! !! * ! ! !*! *!* ! ! !!**!!**! ! *! ** !! **!!!! !!
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 YQFMSNKLYNVDFFMGRIKYYGLLAITPTILVVVIFDFIQKPNANFYTVKFTIITYILMLTVFYFKEIIDFRFRLKRFSE 396
NTDB id 91 BSU 31690 NP 391047.2 YQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 KHNYQDSVFKFTQLIREASSLHQVLYHLKYIILEVLVVNKAFVLEVKADGQIVEIDESIEESQLWKDYVDQFQDILDEVG 476
NTDB id 91 BSU 31690 NP 391047.2 KFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDK.HEVGPDWNFYQEEFENVTSEIG 477
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 KIIALDKGFMMKIGERGGHSFVICCLSNLRTPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLDDLKQREANPAWLK 556
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
consensus !!! * !!*!!*!!!!!*!*!**!!!!* !!*!!!!!!!!!!!! !!!!!!*!!!**!!!!!!!! !!!! !! !!!
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 KIMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEMFLTNFQN..NQCPTSIENSLISWNDQMSKVIQTTRETCHELRPQL 634
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 637
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 LYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDKELDIDIDSQLNIYRIVQELLSNALKHSKATQVLVMLICIKDQVVLH 714
NTDB id 91 BSU 31690 NP 391047.2 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLH 715
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NTDB id 986563 MHB69 RS15215 WP 339240207.1 YEDDGVGFDASHLDQHTMSMGLSGIRERVKALNGKLQIHTAPEKGLKVKIEMEL 768
NTDB id 91 BSU 31690 NP 391047.2 YEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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