
logo

MG
MKKRLMGSLTI

LLGVALFLSAVFI ILLVACASSGTGKKTDKTATKSGSDQKLKVVATNS I IADI
MTKANIAGDKIDLHS IVP IGQDPHEYEPLPEDVEKKT

NTDB id 98655 MGAS23530 RS01860 WP 004218965.1 MGKRMSLILGAFLSVFLLVACSSTGTKTAKSDKLKVVATNSIIADMTKAIAGDKIDLHSIVPIGQDPHEYEPLPEDVEKT 80
NTDB id 439 SPR RS07420 WP 000733056.1 .MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKT 79
consensus * !** *! !!! *!!!! ! ! !!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo SENADLVI FYNGINLEDTGGNQAWFTKLVEKNAKQKTEKNKDYFAVSDGI
VDVIYLEGAQNSEKGKEDPHAWLNLENGI I FYASKNIAKQL IS

NTDB id 98655 MGAS23530 RS01860 WP 004218965.1 SNADVIFYNGINLEDGGQAWFTKLVKNAQKTKNKDYFAVSDGIDVIYLEGASEKGKEDPHAWLNLENGIIYSKNIAKQLI 160
NTDB id 439 SPR RS07420 WP 000733056.1 SEADLIFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLS 159
consensus ! !!*!!!!!!!!! !!*!!!!!!! !! !! !!!!!!!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!* !!!!!!!

logo AKDPKNNKEFTYEKNLKAEYTVADKLDEKLDKEASKDSKFDNAKIAPAEENKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKSSTL
NTDB id 98655 MGAS23530 RS01860 WP 004218965.1 AKDPKNKETYEKNLKAYVAKLEKLDKEAKSKFDAIAENKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQISSL 240
NTDB id 439 SPR RS07420 WP 000733056.1 AKDPNNKEFYEKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTL 239
consensus !!!! !!! !!!!!! ! !!*!!!!! ! !! !* !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!! *!

logo

I
VEKLKRQVI

TKPVPSASLFVESSVDDRRPMEKTVSKQDSTGNIP IYASEQI FTDS IAEKKQGKEPGDSYYASMMKW
YNLDKIASEGLAK

NTDB id 98655 MGAS23530 RS01860 WP 004218965.1 IEKLKVIKPSALFVESSVDRRPMETVSKDSGIPIYSEIFTDSIAKKGKPGDSYYAMMKWNLDKISEGLAK 310
NTDB id 439 SPR RS07420 WP 000733056.1 VEKLRQTKVPSLFVESSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus *!!!* !** !!!!!!!! !!! !!! !* !!!! !!!!!!! !!*!!!!! !!!*!!!!! !!!!!

X non conserved
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X ≥ 50% conserved


