logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

278 KZH43 RS10085 WP 000649974.1

237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

168 SP RS11270 WP 000649971.1

508 SM12261 RS09235 WP 000649953.1
536 SMSK321 RS0102865 WP 000649958.1
986508 MHI46 RS16770 WP 251181034.1
109 BSU 35450 NP 391425.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

278 KZH43 RS10085 WP 000649974.1

237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

168 SP RS11270 WP 000649971.1

508 SM12261 RS09235 WP 000649953.1
536 SMSK321 RS0102865 WP 000649958.1
986508 MHI46 RS16770 WP 251181034.1
109 BSU 35450 NP 391425.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

278 KZH43 RS10085 WP 000649974.1

237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

168 SP RS11270 WP 000649971.1

508 SM12261 RS09235 WP 000649953.1
536 SMSK321 RS0102865 WP 000649958.1
986508 MHI46 RS16770 WP 251181034.1
109 BSU 35450 NP 391425.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

278 KZH43 RS10085 WP 000649974.1

237 SPD RS10760 WP 000649974.1

203 SPR RS10245 WP 000649974.1

168 SP RS11270 WP 000649971.1

508 SM12261 RS09235 WP 000649953.1
536 SMSK321 RS0102865 WP 000649958.1
986508 MHI46 RS16770 WP 251181034.1
109 BSU 35450 NP 391425.2

consensus

o esSUR s L <0 pSTRRR

SNEA

MKCLLCGQTMKAVLTFSSLLLLRNDVSCLCLDCDSTFERIGEENCPNCMKTA:
..................... MPAFIRKEIFIN . [N . RIN¢VAMKNDLV
MSNEAGGGIHKLI[GHRYDSQFSQDERNREAFBARPLE . KM¢Y SEREKLK

* Xk kokkkk kx| kxk Dokl Doskskokoe bk |k kokok

AT RESRE U LS ErerY

..VGVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASF
MNVEVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFEFAS)3
M VeVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFAS|Y
MRVIDVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFAS|3

.VEVSHRAIFHYNQAMKDFFSRYKFDGDFLLRKVFASV

MKCLLCGQTMKE\WVLTFSSLLLL NDﬁSCLCLDCDSTFERIGEENCPNCMKT

(TS

Tl

BVISVSHRATFIRYNQAMKDFFSRYKFDGDFLLRKVFAS|

TYNDNIMK JSRSR KFRIGDEYX INAFKEDF STFEFSIAVYPDISHEV L\YPIRARIK
Pl 1% P Dl b sk ke | * ok %k k * | kokok

W el peERAS SRS ERL TR P e L)

AGFAYLDLLEKREERASSSKlRSERLlTElPFFIKSG:
AGFE [ LLEKREERASSSKNRSERLGTELPFFIKRGHE

R e L

VTIPKKILLIDDIYTTGETINRVKKLL:
VITIPKKILLIDDIYTTG TINRVKKLL
IEKP IHQPIMVINI HASKQBKINK lERLDQKGLFQIKHTDVI

K

UTGHI[GYLEGRP QSHHAVERDIGENIRTRIR

kok o kokokok |

Pl oskok |okokok ok

vaReaR e Ly

*

R AT

VTIPKKILLIDDIYTTGATINRVKKLL.
BVTIPKKILLIDDIYTTGATINRVKKLL
BVTIPKKILLIDDIYTTGATINRVKKLLE

kokk kokkok |k okokokokok Pk Dsksksk |1 Doskskoskok Dok |k kkkkk | x| [ B B * 1

(92]

220
220
220
220
220
220
218
240

gl 0 0 0 0 0 o0 0 0 pemm—m" —

141
141
141
141
141
141
137
159

219
219
219
219
219
219
216
238



(> S

non conserved
similar
>50% conserved



