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NTDB id 986492 MHI46 RS11425 WP 260774219.1 MYGIEYLRQELLEEACRMRASDVHIVPKEKEALVSFRVDSDLIQQRTIDKKTGERLIAHFKFLSSMDIGEKRRPQNGSLA 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! * !*!!!* *!!!*!!!!*!**!***!!!!* !* ! * ! * !!! !!!!!! !!!!!*!*!!!!!!
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NTDB id 986492 MHI46 RS11425 WP 260774219.1 VVLRSGQVFIRMSTLPTVNDESLVIRILPQDHVPKIKHLSLFPKASARLLSFLKHSHGLILFTGPTNSGKTTTLYSLIQF 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus * !* !*!**!!!!!!!*!*!!!!!!**!! **! ! *!!!!!! ! !!!!!!!!!!***!!!!! !!!!!!!!!!*!*

logo AKKHNFNRNI IVTLEDPVETRDNEDEVLQVQVNEKAGI
VTYASAGLKRAI LRHDPDMI IVLGE IRDAETAER I

TAI
VRAALMTGHLVLSTSTLH

NTDB id 986492 MHI46 RS11425 WP 260774219.1 AKKNFNRNIITLEDPVETRNEEVLQVQVNEKAGITYAAGLRAILRHDPDMIVLGEIRDAETARTAIRAALTGHLVLSTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus !!!*!!!!!*!!!!!!!!! !*!!!!!!!!!!!*!! !!!*!!!!!!!!!!*!!!!!!!!!! !*!!!*!!!!!!**!!
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NTDB id 986492 MHI46 RS11425 WP 260774219.1 AKNAKGALYRMLEFGVTMNELEQTMVAIAAQRLIELTCPFCGEICQ.LYCKLNRPIRRTNVFELLFGKELGECIKEAKGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus * !!!!*!!*!!!!* !!!*!!!**!!!!!!!**! !!!! ! **!!* !* !! !*!!!*!! ! !! !!!!
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NTDB id 986492 MHI46 RS11425 WP 260774219.1 YAHSSYETLQRLIRKGVALGYLSKNTYHRWVYEEASL 356
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD. 356
consensus *!* ! !! *!!!!*!!!!!* ! !*!!!!*! *
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