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NTDB id 94 BSU 11300 NP 389012.2 DFHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISN.AKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFT 158
consensus *!!!*!!!!* !!! !! !*!!!* !!!! * !* !* !* !!!!! !*! !!!!!!!!!!!!!!!!!! *!**!**

logo WQPSEVDGF IKGAKYEQDNEPDHI
V
E
QVLNATEKFYTVDEHNWDDADDTKTAVEKLYQKLMKKNEQGAVDVVYPAGDGYNI

VPVI EQQIKAKDGNLSYAIGYVTDQS
NTDB id 986471 MHI46 RS05610 WP 058838840.1 WQSEVDGFIKGAKYQDEHVQVLAEFVENWDDADKAVELYQKLKKQGVDVVYPAGDGYNIPVIEQIKADNLSAIGYVTDQS 240
NTDB id 94 BSU 11300 NP 389012.2 WQPEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQS 238
consensus !!*!!!!!!!!!!! *** ! * **!!! !! !!!!*! ! !!!!!!!!!!!*!!! !!! ! ! !!!!!!!!!

logo

D
NLGESHNTVLTSTVQHNVDKAYES I IAEKKQFNEKGKTLENEGQGDEHYSYFYDFLKNETGVI

VEMGKTFSPTLTI
VDDQADFQVKQDRIAEKSDL IAKSTYKNKTGEKLPKNENEK

NTDB id 986471 MHI46 RS05610 WP 058838840.1 NLGSHTVLTSTVQHVDKAYSIIAKKFNEGKLNEQGEYSFDFKEGVIEMGKFSTTIDDAFVKDIESDIASYKKTGKLPNEK 320
NTDB id 94 BSU 11300 NP 389012.2 DLGENTVLTSTVQNVDKAYEIIAEQFNKGTLEG.GDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !! *!!!!!!!!*!!!!! !!! !! ! ! *!** *! !!*!!! !!* *! ! ! ! *! !!! !!

X non conserved

X similar

X ≥ 50% conserved


