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NTDB id 986327 NST80 RS05935 WP 342504558.1 MINNVVLVGRMTRDAELKYTGNNIAVATFSLAVNRNFKDANGERETDFINCVIWRQQAENLANWAKKGALIGITGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 986327 NST80 RS05935 WP 342504558.1 SYENQQGQRVYVTEVVAENFQMLESRAAREGSN...ASQGNTSGA......FG...NDNGYAGPYGQQAPQQQGPNFARD 148
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNA.PAANN.TQA 151
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRR.NQGNS.FND 153
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NTDB id 986327 NST80 RS05935 WP 342504558.1 NSPYGNSNPMDITDDMLPF 167
NTDB id 624 LCA RS00040 WP 011373726.1 DPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 DPFANDGKPIDISDDDLPF 172
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