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NTDB id 986286 MHH37 RS20890 WP 014822353.1 MINRVVLVGRLTKDPELRYTPSGVPMARFTIAVNRTFSSQSGEREADFIGCIAWRKQAENLANFMRKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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YEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRGNTTGAGTEGNAQSGRSSQGADGPASSGQGNQFYSNEGSNGNQNSGNYGGQPSYNQPGGNSQQYFGGAGQNSDQDNSGPSYFTGGSNPYQNQNPTAGQQRNAQRNPQ

NTDB id 986286 MHH37 RS20890 WP 014822353.1 SFEGQDGKRVYTTDVVADSVQFLEPRGGANASQGAPS.QQYSGGQNYGGQPSYNQPNQQFGGAQSQDSYGSYQQPAQNQQ 159
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSG........GGQYFGGGQNDNPFGGNQNNQ.RRN 146
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSN........GSQ.......QSGFTSPQQTG.NAP 144
consensus **!*!*!*!!**!*!*******!!** ** ** **** *** * ! ***** * *** !* * * *
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EDPFANDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 986286 MHH37 RS20890 WP 014822353.1 NYTRVDEDPFANSKGPIEVSEDDLPF 185
NTDB id 113 BSU 40900 NP 391970.1 QGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQADPFANNGQAIDISDDDLPF 170
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