
logo MKI
N
L
T
I
Y
K
TKFLSTAIAFLVI

V
F
VLSFI LFY I

V
I
SYTVSTYI SYMVFNDGI FI INGATKR I

V
A
H
E
KNDKKNGSQAFEMI

V
E
V
E
K
I
V
E
S
E
Y
L
SSLYAGQYFTSVGLEREQGDI I LKINGKEKSAPNSDNKDKH

NTDB id 986083 MHI58 RS15415 WP 041507704.1 MKITYTKLSAFLVFLSFLFVIYVSYIYVFDIFNGARVAENKNGQAEVVKVEYLSLAYTSGLEEGDIILKINGESANNKDH 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSD.KH 79
consensus !! ! * ** !! !** ! *!! * ! ! *** ! ! * * ! * !! !!!!!!!! ! * * !

logo L IKNWGEYLRSHNI
V
N
Q
R
S
I
LDI LQRGSGNKQKMIHTLKDNFKDTLVTL INGRPQEYSFLFLVFYI

V
I
LPLFI FLYFS ILCS ILFIC I FFY I ILKR I

VNKEKRVQRRSFKASAFYI
LL IVLFLLLDTICS

NTDB id 986083 MHI58 RS15415 WP 041507704.1 LINGELRNVQRIDIQRGNQMITLKNKTL...IGQESLFVYIIPLILYSICLFCIFFIIRINKEVQRKSAFLLVLFLLTIC 157
NTDB id 91 BSU 31690 NP 391047.2 LKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDIS 159
consensus ! ! ! *** *!! ! !*!! !*** * ! !****!! ! *** !!!*!***!! !**!*! !! !*

logo IAGYI
LSAGGTPSFGI

RGDHI
R
F
I
N
S
H
RYI

V
I
N
L
TFCTFL ISSSVFP I FLY I

L
H
QF IQYQRYFLGKEFIDGKLHTFI LTNTRKRTI SYFI LY I

S
I
LP I FTNLGVI EFLFQVDP I

Y
D
L
Q
S
A
V
D
I
A
I
D
R
F
Y
L
M
A
P

NTDB id 986083 MHI58 RS15415 WP 041507704.1 IGYLSAGTSGIGDRFSHYVITFCLSSVFIFYIHFIYQYFKEFDLHITTRKTIYILYSLPITNLVIELFVPIDSAIARYMP 237
NTDB id 91 BSU 31690 NP 391047.2 IAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLN..RISFLYIIPIFNLGIEFFQDYLQVDIDFLA 237
consensus !*!*!!! * !* *!* !* ! *! !**!! ! ! * ** ! !! *!! !! !! ! * ***
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NTDB id 986083 MHI58 RS15415 WP 041507704.1 SLNLLFFFASIIMSFKVIINGMQKYKETEQGSVLKFFVMINIIAFCPFIFLFAIPYVLFRIYVVDPFFLTSFVLLIPFSL 317
NTDB id 91 BSU 31690 NP 391047.2 TLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
consensus *!!!* ! * !! ! ***!!! !* *!! ** ! * !*!!* ! *! * !* ** ! **!!!! !

logo VYQFMVATNKLMF
Y
D
N
I
M
D
EF IL ILGSRLMKRYYAGFL ILA I

M
I
TPTI

LL IVVGVATFLVYI
L
F
L
D
Q
K
V
M
P
D
E
D
I
L
Q
K
M
N
Y
P
T
L
V
K
R
L
Q
A
T
F
V
F
I
F
T
F
Y
T
V
L
VMF

LAVFYFKE I
V
L
MDFKRFRLKRFS

NTDB id 986083 MHI58 RS15415 WP 041507704.1 VYQFMTNKLYNMDFLISRLKYYGFIAITPTILVVVTFYILQKPEDLKYTLKLAFITYTLMLAVFYFKEILDFRFRLKRFS 397
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
consensus !!!!* !!** **!** !**!!* *!* !!*!*! * ** *** * *! !!!!!!!**!!*!!!!!!!
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NTDB id 986083 MHI58 RS15415 WP 041507704.1 EKYNYQDSVFKFTQLIREASSLHQVLYHLKYTILEVLVVNKAFVLEVKANGEMIEIDESTNDSKLWKEYVDQFQDILGEV 477
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKH.EVGPDWNFYQEEFENVTSEI 476
consensus !!*!!!!!*!!*!!!*! *!!*!! *!! !!!*!!*! !!* !! * * *! *! ** * ! ! * ! * !*
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NTDB id 986083 MHI58 RS15415 WP 041507704.1 GKIIELDKGFMMKIGERGGHSFMICCLSNIQTPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWL 557
NTDB id 91 BSU 31690 NP 391047.2 GKIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWL 556
consensus !!!!!* !!*!!*!!!!!*!****!!!!!*!!*!!!!!!!!!!!! !!!!!!*!!!**!!!!!!!! !!!! !! !!
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NTDB id 986083 MHI58 RS15415 WP 041507704.1 KKVMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEMFLTNFQN..NQCPTSIENSLISWNEQMSKVIQTTRETCHELRPQ 635
NTDB id 91 BSU 31690 NP 391047.2 KKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQ 636
consensus !!*!!!*!!!!!! !!!!!!!!!!!!!!!!!!!*!*!! ! **!*!* * !* !!!!! !! !!!!!!!!!!!
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NTDB id 986083 MHI58 RS15415 WP 041507704.1 LLYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDKELDIDIDSQLNIYRIVQELLSNALKHSKASQVLVMLICIKDQVVL 715
NTDB id 91 BSU 31690 NP 391047.2 LLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVL 714
consensus !!!!!!!!!!*!!! ! !! !!!!!!!! !! !**!*!!!!!*!!!*!! !!!!*!!! !* !!*!!!*! *!!
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NTDB id 986083 MHI58 RS15415 WP 041507704.1 HYEDDGVGFDASQLDQHTMSMGLSGIRERVKALNGKLQIHTAPEKGLKVKIEMEL 770
NTDB id 91 BSU 31690 NP 391047.2 HYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!!! !*!!!!!!!!*!!!*!! !*! !*! * !! ! !!*!!
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