
logo ML ITKCSEGIVLRTNTDYGETNKIVTLLTREHGKIGVMARGAKKPSNSRLSAI
VSQPFLYGSTFL IMQKSSTSTGLGTLQQGEMIELSMRGT

NTDB id 985904 MHI60 RS14735 WP 095409043.1 MLIKSEGIVLRTTDYGETNKIVTLLTREHGKIGVMARGAKKSNSRLSAISQPFLYGTFLIQSSTGLGTLQQGEMIESMRT 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !! !*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!*!!*! **!!!!!!!!!!! !!!

logo I REDLFLTAYAAYMVATELLVDKRGTEEKKPNPYLFEFL ILLEQSLKRHQLNEGTDAPDI
V I LTF IVEQMVKMLGSVMGLMKYPELDNHQCVHCGKQSKQDEG

NTDB id 985904 MHI60 RS14735 WP 095409043.1 IREDLFLTAYAAYMTELLDKGTEEKKPNPYLFELLLQSLRHLNEGTDADIILFIVEVKMLSVMGMKPELDQCVHCGQKEG 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGTEEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQDG 160
consensus !!!!!!!!!!!!!* !!*!*!!!!!!!!!!!!! *! !!**!!!!!!*!*! !!! *!!! !!!* !!! *!!!! *!
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NTDB id 985904 MHI60 RS14735 WP 095409043.1 QFHFSIRDNGFICQNCFSKDPYKLPLSPAAARLLRLFHYFDLSRLGQVDVKPQTKQEIRQVLDHYYDEYSGLYLKSKKFM 240
NTDB id 118 BSU 25280 NP 390406.2 TFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRFL 240
consensus !!!!*!!!!!!!* !! !!!!**!* ! !!!!!!!*!!!!!!!!*! *!* !! !**!!*!*!!*!!!!!!!!!!*!*

logo

D
NQMESMKHKLMGDEENKNKSS

NTDB id 985904 MHI60 RS14735 WP 095409043.1 NQMESMKKLMGDENKS 256
NTDB id 118 BSU 25280 NP 390406.2 DQMESMKHLMGENKS. 255
consensus !!!!!!*!!!* *
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