
logo ME I ER INEHTVKFYI
MSYGDI EDRGFDREE IWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLE I IVVTKAQL

NTDB id 985862 MHI60 RS01805 WP 144485516.1 MEIERINEHTVKFYISYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIVVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo SKDGQKLELP IPEDKKGQEQPTADESEDSLDALLDDFNQKEEQADQVEDHNEQEKDEKEKLQKQLQFVLKRFMDGDFEDLVIASLSKQLNMVNQDGFSKTTSTLYSF
NTDB id 985862 MHI60 RS01805 WP 144485516.1 SKDGQKLELPIPEDKKGQTDEESLDALLDDFNKEEQDQEDHNEKDKKLQLQFVLKMDDFEDLIALSQLNMQDFTTSLYSF 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQEPASEDLDALLDDFQKEEQAV...NQEEKEQKLQFVLRFGDFEDVISLSKLNVNGSKTTLYSF 157
consensus !!!!!!!!!!!!!!!! * ! !!!!!!!!*!!!! ***! *! !!!!!* !!!!*! !! !!** !*!!!!

logo ENRYYLYVDFCHENDLMS
TDEEQVDENKQLS I LLEYAHTESSVI

VS IHYRLEKEYGKQL I I ESEGHNALETIKQKQHFASS
NTDB id 985862 MHI60 RS01805 WP 144485516.1 ENRYYLYVDFHEDLSDEQVDNKLSILLEYAHESVVSIYRLKEYGQLIIEGNALETIQQHFS. 221
NTDB id 84 BSU 11520 NP 389034.1 ENRYYLYVDFCN.MTDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus !!!!!!!!!! ***!! !*! !!!!!!!!*!! *!!*!! !!! !!! *!!!!! !! *

X non conserved

X similar

X ≥ 50% conserved


