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NTDB id 613 LCA RS05340 WP 231952379.1 INGGE WHQSQQKQKT.N SKTlPATKT-AATKKKGGF KGAV|Y 80

NTDB id 595 KW2 RS08725 WP 021037687.1 79
NTDB id 521 SMSK321 RS04960 WP 000443804.1 83
NTDB id 493 SM12261 RS04300 WP 000387351.1 83
NTDB id 153 SP RS04730 WP 000387344.1 83
NTDB id 98579 R8623 RS04445 WP 024477778.1 83
NTDB id 263 KZH43 RS04195 WP 000387330.1 83
NTDB id 222 SPD RS04535 WP 000387330.1 83
NTDB id 188 SPR RS04295 WP 000387330.1 83
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NTDB id 613 LCA RS05340 WP 231952379.1 165
NTDB id 595 KW2 RS08725 WP 021037687.1 148
NTDB id 521 SMSK321 RS04960 WP 000443804.1 146
NTDB id 493 SM12261 RS04300 WP 000387351.1 . 146
NTDB id 153 SP RS04730 WP 000387344.1 BSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 146
NTDB id 98579 R8623 RS04445 WP 024477778.1 NSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 146
NTDB id 263 KZH43 RS04195 WP 000387330.1 NSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 146
NTDB id 222 SPD RS04535 WP 000387330.1 NSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 146
NTDB id 188 SPR RS04295 WP 000387330.1 NSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTG 146
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NTDB id 613 LCA RS05340 WP 231952379.1 Q Q Q Q 235
NTDB id 595 KW2 RS08725 WP 021037687.1 JIST EIgyKVN NKADJLEL[JY G G[)K AQDIID|gRUINGEFKS LEKVSGIGIKT EKLKDH 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 REENSIGNCERIACIIANARAAICCNE QTN RIRREN AN 9N EAAN AN QU CER G N ON L AMRAY 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 RENEINAQARIANCEINANR(ALACINCIer QN NRINNEDL:IAY (eI EN AN R QNICANCER RN AN O AANAD 216
NTDB id 153 SP RS04730 WP 000387344.1 SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 98579 R8623 RS04445 WP 024477778.1 BEISEACERIANCEINANR(LANCINIeN QN ARIENEI:IAN (eI eN CANIARQQNICANEI RN RGN ANNAD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 SSHMSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216

NTDB id 222 SPD RS04535 WP 000387330.1 SSHSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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