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NTDB id 985741 MHI39 RS17615 WP 071976864.1 MTNTTTKSLPSRNEVQEELTWRLEDIFASDEAWDKEYKEVKELLPSAEKFKGKLGDNAEKLFEALTFQDEVAERLGKLYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .......MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYV 73
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 YSHMRSDQDTTNSFYQGLDSRMNSLLAEMGSAFAYLVPEILSIDEDKLASFLNEKSELQVYKHALEQINLQRPHVLSADQ 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEA 153
consensus ! *!* !!!!! !! * ! * !!!! !! * *!* !!! ! * ! *! ! ! * ***!!!! *
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 EALLAQAAEVMNASSNTFGMLNNADLEFPTIKDENGEEVQITHGRYTRFLESADQRVRKEAFEKLYETYGNFKNTFASTL 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTL 233
consensus ! !!! !*** !*** !! *! !!!* !! * ! *!* ! *!!! * *!! ! *!! !*! *! !! *! *!*! !!
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 GGQVKRDNFNAKVRNYQSAREAALSNNNIPESVYDNLVNTVNKNLHLLHKYVKLRKKVLGVDELHMYDLYTPLVKDVEMK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSE.TETA 312
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 VTYEEAKEMVLKGLAPLGEEYQEILKEGFENRWVDVVENKGKRSGAYSSGAYGTNPYILMNWQDNVNNLFTLAHEFGHSV 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSL 392
consensus *!!!! !!* !!!! ** *! !!*!!**!!!!!!!!!! !!! !!***!*!!!! * !!!!! !! !!!*
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 HSYYTRKNQPYTYGDYSIFVAEVASTCNEALLNDYLLKTIDDEQKRIYLLNHYLEGFRGTVFRQTMFAEFEHLIHQKEQN 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADAS 472
consensus !! *!! !!! !!!!*!!*!!*!!!*!! *! * !!! * !* ! *!!!!!*!!*!!!!!!! !!!!!! !! *
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 GEALTAEMLTKEYYELNKKYFGGDDIVIDEQIGLEWSRIPHFYYNYYVYQYATGFSAATALSAQILEEGKPAVERYIKNF 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GQILTADFMNKLYADLNEKYYNLKA.EDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAY.LTY 550
consensus ! !!!* * ! ! *!! !!* * ! !! !!!!!! !!!!!!!!!!! !!* ! !** * ! !* *
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NTDB id 985741 MHI39 RS17615 WP 071976864.1 LSAGSSDYPIEVLKKAGVDMTSSQPIEAALKVFEEKLNELESLLS...... 605
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !!!!!!!*!!*!!!!!!!! * ***!! !!!!**! !!! !* ******
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