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NTDB id 985722 MHI39 RS09125 WP 259544821.1 MLEQQNSLDLFANDEKYIRGRHLVTIFHNEQNLYSVIRIRVDETNLEYNEKEAVITGHFPKIHEQETYIFYGDMQEHPKF 80
NTDB id 355 BSU 27480 NP 390625.1 ..MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKF 78
consensus ** !!** ! *!*!**! * !*!!* !!!*!****! !! *! *!!*!! **! !!! !!! * !!!!

logo GLPQFQAEKHFKKE IPQTTKEQGI IQTYLSSDE I
LFESGIGKKTAEER IVEKEKLGDENSAINSKI LADDQAPSTI

VLDYDS IVPKRLPSKSEKKADKSTLAYDGAKL IQERH
NTDB id 985722 MHI39 RS09125 WP 259544821.1 GPQFQAKHFKKEIPQTKQGIITYLSSEIFSGIGKKTAERIVEELGENAISKILDQPTILDSIPKLPSEKAKSLYDKLIEH 160
NTDB id 355 BSU 27480 NP 390625.1 GLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRH 158
consensus !*!!!! !!!!!!! !! !!! !!!!**! !!!!!!!! !! !!* !! !!! ***! *!*!* !! *! ! !
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 QGLERVMIGLNQFGFGPQISMKIYQVYKEQSLEIIQKNPFQLVEDIEGIGFGRADEIGKQLGLVGNHPDRIKAACMYTLE 240
NTDB id 355 BSU 27480 NP 390625.1 QGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLE 238
consensus !!!! *!! !!!!!!!!!*!!!!!! ! *!! !! !!*!!! !*!!!!!!*!!!*! *!! !!!!*!*!!!**!!!!
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 QECLQNGHVYMDSEDLLPKVKKLLEESQPITI..EYTDISAEIIKLAEEGKLIGETQKLYIPSLYFSEKGIVTNVQRILQ 318
NTDB id 355 BSU 27480 NP 390625.1 TTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIAS 318
consensus !! !! !***! !** !! ! * ** ! !! !*! ** ! **! !!!** ! * ! *!
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 QEEYQDQFPESEFLLALGELEERIGVQYAPSQKEAIQKALMSPMMILTGGPGTGKTTVIKGIVELYAELNGCSLDPKKYN 398
NTDB id 355 BSU 27480 NP 390625.1 QTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK 398
consensus ! !! !!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!! !!!**!!!!!!!!!!!!!*!!!!!!*!!*!*!!!! !
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 KENPFPIVLTAPTGRAAKRMAESTGLPAMTIHRLLGMTGQEDLDTDDEKKVDGKLVIVDEMSMVDTWLAHQLLKALPDHI 478
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
consensus !* *!!!!! !!!!!!!!!! !!!!!!!*!!!!!!! ! ! * ** ***!!!*!*!! !!*! !!!**! !!*!!!!
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MKNGHL ILPENDNLVTAKPQQTKDRSF IRCGTGSGSQIKP
NTDB id 985722 MHI39 RS09125 WP 259544821.1 QVIFVGDEDQLPSVGPGQVLKDLLRSKVIPTVQLTDIYRQENGSSIIELAHEIKNGHIPEDVTKQQKDRSFIRCTSGQIP 558
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
consensus !*! !!!!!!!!!!!!!!!!*!!! ! !!!!! !!!!!!! !!!!*!!!! *!!!**! *! * !!!!!!!! !!*
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 EVIEKVVSSAKRKGYTQKDVQVLAPMYRGPAGIDRLNVLLQEIFNPNDTGNRKEISFGESKYRIGDKVLQLVNQPEKHVF 638
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus !!*!!!! ! *!!!! !!*!!!!!!!!!*!!! !!!*!!*! !!* * !*!* !!* !! !!!*!!!!!!!! *!!

logo NGDIGE I ITS I FYAKENTEKEQDLMAI LVVSFDGI
NEMVTFYSTKRKQDFNQFTHAYCCS IHKSQGSEFP IV I

VLPVVKGSYYRMLRRKNLLYT
NTDB id 985722 MHI39 RS09125 WP 259544821.1 NGDIGEIISIFYAKENTEKQDLILVSFDGIEVTYSRQDFNQFTHAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRKLLYT 718
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!!!!!! !!!!!!!!!!! !* *!!!!! !*!*** !!!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!! !!!!
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 AITRSKQSLIICGEEEAFRIGIEREDDQQRKTSLYDKLCILEKINPQEENKGEIFIFNEE.NMFKVDPMIGMENITPYDF 797
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEE.....MDAELEALQKELPFSVHDANIGMEGITPFDF 792
consensus !!!! ! !!*!!!!!! !* ! ! !!! *!** ***** *!* * !** *!* !!!! !!!*!!
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NTDB id 985722 MHI39 RS09125 WP 259544821.1 LS.... 799
NTDB id 355 BSU 27480 NP 390625.1 MKEEQQ 798
consensus * ****
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