
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGPLVASDE I
TKKDEFVRSTEKRKPTDSLPVLAELAAQE I

MRSYQPQ
NTDB id 985322 MHI08 RS06765 WP 342500098.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVADTKKEVRTERKTDSLPVLAELAAQEMRSYQQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSP..SEIKKDFRSEKKPDSLPVLAELAAQEIRSYQP 78
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!**** * !!* !*!*!*!!!!!!!!!!!!!*!!!!*

logo

P
Q
A
SQQTQSSVQSLPGQLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTF

NTDB id 985322 MHI08 RS06765 WP 342500098.1 PAQTQSSSLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTF 160
NTDB id 79 BSU 14240 NP 389307.1 QSQQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTF 158
consensus * ! !! * * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MQSL IKMYPEVKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 985322 MHI08 RS06765 WP 342500098.1 MQSLIKMYPEVKKPYRGQYILEGDIQTEDE... 190
NTDB id 79 BSU 14240 NP 389307.1 MQSLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!!!*! * * ***

X non conserved

X similar

X ≥ 50% conserved


