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RPDSEQDEKVKSLSTENQLHNI STAPLTVASLLVKRGFLDEETAVEESARLSFLFHDTKQDKADEFHYDPFELLMKGMKEAAVDER IKNKQAI ESEQQ

NTDB id 984693 MKY18 RS12310 WP 185107048.1 MLLSKMRWEYEHPSEEKVKSLSENLNISALTASLLVKRGLEEVEEARSFLFDQKAEFHDPFLLKGMKEAVERINKAIEEQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !!!!!! *! *!!!!!*!*!*!**! !!!!!!!! * ! !! !!* !*!*!!! *!!!!!! *!! !! !

logo EKS IMVI FYGDYDADGVTSTSVLMLHTLKQEKLSAKQVDFYIPDRFKEGYGPNEQAFRSYIKEQRGAFSL IV ITVDTGIAAVHNEAKR I
VAKE I

L

NTDB id 984693 MKY18 RS12310 WP 185107048.1 ESIVIFGDYDADGVTSTSVLLHTLKELSAKVDFYIPDRFKEGYGPNEQAFRYIKEQGASLVITVDTGIAAVNEARIAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!!!!!!*!!!! !!! !!!!!!!!!!!!!!!!!!!!! !!! ! !!*!!!!!!!!!!*!!**!!!*

logo GLDLVI ITDHHEPGSEPELPDEAVLRAIVHPKQPGCETYPFKELAGVGVAFKLVAHALLGEKLPDTEQLLDLAAIGTIADLVPLHDENRLWI
L

NTDB id 984693 MKY18 RS12310 WP 185107048.1 GLDLIITDHHEPSEELPEALAIVHPKQPGCEYPFKELAGVGVAFKVAHALLGKLPTQLLDLAAIGTIADLVPLHDENRWL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!!*!!!!!!!! *!!!* !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!!!!!!!!!!! *

logo AKTKLGLEMQRLRQRSTNRLPGLKAEL ILKELASGAGDTI
L
E
GEANEETVGFQI

LAPRLNAVGR I EQADPAVHLLMS
TEDKSDFEAEELAAREF IVDQEQLNKE

NTDB id 984693 MKY18 RS12310 WP 185107048.1 AKKGLMQLRQSNRPGLKALLKEAGATLEEANEETVGFQIAPRLNAVGRIEQADPAVHLLMTEDKDEAEELARFVQELNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! !! *!!*!!! !*! !* * !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!! * !!!!

logo RQKI
MVSKTI

MTDEEAI EQMVEEQQTGDLDQSTAIVVAKAGWNPGVVGIVASKLTVDKRFSYRPAIVLGIDEEKTGQI
MAKGSARS IPRGFDNLFEFHS

NTDB id 984693 MKY18 RS12310 WP 185107048.1 RQKIVSTITEEAIQMVEETGDDQSAIVVAKAGWNPGVVGIVASKLTDKFSRPAIVLGIDEETQMAKGSARSIPGFDLFFH 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*!! *!*!!! !!! ! !!*!!!!!!!!!!!!!!!!!!!!! !*! !!!!!!!!!!! *!!!!!!!!*!! !! *
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QN
NTDB id 984693 MKY18 RS12310 WP 185107048.1 LSKCRDILPHFGGHPMAAGMTLRANDVPLLRERLNQYANETLTEEDFIPIQRVDAVCKVDELTVEAIEEVGMLSPFGMQN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! !!!!!!!!!!!!!!!!!!!*! !!! !! !!! ! !!!!!!!!!*! !! !! !***!!! ! !* !!!!!!! !
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NTDB id 984693 MKY18 RS12310 WP 185107048.1 PKPFIMIEDVRLEEIRTIGTNQNHIKMSLKDEDKLLDCVGFHQGQLKEEVVTGSRISVIGEMSINEWNNRKKPQLMLKDA 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus !!!****! !!**! !! ! !*!!*** ! !!!!!!* ! ! ! *!*!!!!!**!!!!!!!!!!!!!!!!!*!!!
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NTDB id 984693 MKY18 RS12310 WP 185107048.1 RVDEWQLFDLRGKKDWEKTISTLDPEKYVVVCFDEETKQEVKI.....PIHHV.HAENVSTFDVEGKYVVFADVPADEHL 634
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDM 640
consensus ! !!!!!!!!!!* !! !*! !** ! *!*! !** * *******!**** ** !!**! !*! !*!* **

logo LARQRLLEGNKQAKPAER I
VYFTI

VFLQNRHKEDHFLMSATFPASRDHQFKWFYYAGFLLKRGASFDPLVKEKHQGMSELAKHKRGWSTKVDETI
M
I
NFMTKVFFDELGFV

NTDB id 984693 MKY18 RS12310 WP 185107048.1 LRQLLENQKPARVYTVFQRKEDHFMSAFPSRDQFKWFYGFLLKRGSFPLKEQGMELAKHRGWTKDTMIFMTKVFFELGFV 714
NTDB id 354 BSU 27620 NP 390640.1 LARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFV 720
consensus ! !!! ! !*! *! *!!!!*! !! !!*!!!*!*!!!!!! !**! *! !!!!!*!!* *!* !!!!!!!*!!!!

logo KI ENGVLS IVVRSDGAKPKKRDLTADSAQSTYQTAKQQRLMELDQKTLNTYSSAEKELKEWLNKSLMMKSEQDVSEPAVLYESTRRT
NTDB id 984693 MKY18 RS12310 WP 185107048.1 KIENGVLSIVRDAPKKDLTASASYTAKQRLMELDQTLTYSSAKELKEWLNSMMSEVSPVL...... 774
NTDB id 354 BSU 27620 NP 390640.1 KIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!!!!!*! !*!*!!! ! *! !!! !!!!!! ! !!!! !!!!!!! *! !* ******

X non conserved
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X ≥ 50% conserved


