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VYTVNRHAKTAPNPKFYLYLLKKRALQKLLVKQEGKGKKI
VGLHFSKNNPKRFYSQQQSDVL I ES IGD

NTDB id 984676 MKY18 RS06775 WP 044139814.1 MDDYAHTKDIEPTAENIAKAIYTVNRHAKTAPNPKFLYLLKKRALQKLLQEGKGKKVGLHFSNNPKYSQQQSDVLIEIGD 80
NTDB id 88 BSU 14020 NP 389285.1 MDDHAYTKDLQPTVENLSKAVYTVNRHAKTAPNPKYLYLLKKRALQKLVKEGKGKKIGLHFSKNPRFSQQQSDVLISIGD 80
consensus !!!*!*!!!* !! !!* !!*!!!!!!!!!!!!!!*!!!!!!!!!!!!* !!!!!!*!!!!! !!**!!!!!!!!! !!!

logo YYFHLMPPTKEDFEFHLPHLGNTLNQSYRNPKANQMSLNTKRAKHQI
LLQETYVGLMKEKPALAVPTNKRQKQPSAHYHTKPVFKKRLGESYF

NTDB id 984676 MKY18 RS06775 WP 044139814.1 YYFHLPPTKEDFEFLPHLGNLNQSYRNPKANMSLNRAKQILQTYVGLKEKPAAT.KQKSHYTKPVFKRLGESYF 153
NTDB id 88 BSU 14020 NP 389285.1 YYFHMPPTKEDFEHLPHLGTLNQSYRNPKAQMSLTKAKHLLQEYVGMKEKPLVPNRQQPAYHKPVFKKLGESYF 154
consensus !!!!*!!!!!!!!*!!!!! !!!!!!!!!!*!!! *!!**!! !!!*!!!! ***! **!*!!!!!*!!!!!!
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