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NTDB id 984389 MKY77 RS05820 WP 339149337.1 MSKITKISVQQKNKERFNIFLDGEYAFAVYEGTLLKFQLVKGKDLDELEIEEILYSDQINKAYNTAVHYLSFRMRTAKEI 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !* !!!!! ! !! !!!!!!!! !!! ! !*!! ! !!!*!!*!*! !! ! ! * !**! !***!!*!!!* !!*
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NTDB id 984389 MKY77 RS05820 WP 339149337.1 EDYLKEKEYEPFVIKEIVVKLLEQGYLNDREFAVAYVRTQVNTTLKGRGAIKQELLEKGLEKGIIEETVKTEYSAEQEIQ 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALS.SFSFEDQTR 159
consensus !!*!! !! !*!! !****! * !!!! !!! !!! !* ! !!* * !! !!** ! ! * * *! !
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NTDB id 984389 MKY77 RS05820 WP 339149337.1 HAVKLVMKYAPKYKKDSFKIMIQKVEQALVRKGYSFSVIKIAIEEAELEEDTSEEWDALSKHAEKYQRKYNGLDDYEYKM 240
NTDB id 116 BSU 08520 NP 388733.1 EAVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAM 239
consensus *!!!*! ! *! !! ! ! * !* ! !!!*!! !! !** ! ! ! ! *!! !!!! !!! !! !

logo KMVKGQAFLFYRKGFPSLMDLMIDEQRLWLEQEENEY
NTDB id 984389 MKY77 RS05820 WP 339149337.1 KMKGALYRKGFPMDMIDRWLEENE. 264
NTDB id 116 BSU 08520 NP 388733.1 KVKQFLFRKGFSLDLIEQLLQEEEY 264
consensus !*! !*!!!!**!*!* ! ! !*
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