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NTDB id 984173 MKX67 RS16355 WP 341056600.1 MLHSKTRWNVRQSDEASVEELINGLNISSALATLLVNRGFNTVESARYFLFDEKKEFHDPFLLNDMDLAVSRIQRAIKNN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 ESIMIFGDYDADGVTSTTVMMRTLTSLGADVQFYIPNRFTEGYGPNVPAFQYASDIGVSLIITVDTGIAAIEPAQAVKEM 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 GIDLIITDHHEPGPVLPECLAIIHPKLPDSRYPFKELAGVGVAFKLAHALLGNVPNDLLEFVAIGTVADLVSLTDENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!! !!** !!*!!! ! * !!!!!!!!!!!!!!!!!!!!! *! *!!* !!!!*!!!!*!*!!!!!!
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 VKKGLKKLQSTQNLGIRSLISLANVKLAEMTEETIGFTIAPRLNAVGRLDSADPAVELLLTEDALEAEALAEEIDQMNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 RQSIVHTMAEEAIQQVEAEYPIEENPVIVVGKEGWNPGVVGIVASRLVEKYYRPVICLSFDSQQGIAKGSARSITGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 HNLSQSRDILPHFGGHPMAAGMTLKLDDVDILRQRLIQLAKEQLNEDDFIPITNLDAELRVADVNLEMIAEIQQLAPFGI 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 DNPKPKVMLKEANVSLLKRIGTNKTHLKITLEDNDVTLDGIGFGFGEYAEQISMDASLAIVGELSINEWNNIKKPQVFIQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!** ! * ***!! !!!!*!*!* !!**!! !! ! ! * * !!!!*!!!!!!! !!!!* !
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NTDB id 984173 MKX67 RS16355 WP 341056600.1 DIRIQEWQLFDIRGAKRLDTIVTHVHHETSEWIVFNKENHEKF..LPYNPNVSLILSDEEAENIILDGKHVVFCDLPPQK 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
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LLERGKASPER IYCFHI FLYNQHTENDHI FLSMSATFTPANRDHFKWYYAFL ILALKRGAPFDNLVEKEKHRGKASELVAKFHKGWQSVESTYIDNFMTEKVFFDELEG
NTDB id 984173 MKX67 RS16355 WP 341056600.1 ERLEAILRGKSPERIYCHFYQTNDIFSMATPNRDHFKWYYALIAKRGPFNLEERKAEVAKFKGWQVSYIDFMTEVFFELE 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus * ! *! !! !!!!!**! ** !*! ! !!!!!!!!! * !!!*! * * !*!!*!!! ! ! !!! !!!*!
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LSLVSVDSAGAKKQKRDLSTDESQATFYCQAIKQQLQMVEKLDENQEKLLNYSKSAEGEQLKDEWFLDNGKLLMKQNQADSYEVANYESTRRT

NTDB id 984173 MKX67 RS16355 WP 341056600.1 FVKIDNGMISLSDAKQKRDLSESQAFCIKQQQVKLENELLYSKAGQLKDWFDGLLQNAYVN....... 779
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !!!!*!!**!* * !!!!**!! ** !!! * !** ! !! ! !!*! !* * *******
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