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NTDB id 984172 MKX67 RS16240 WP 341096855.1 MDEQNSLDLFAEQKTYVKGKHLVTIFHNESNLYTVLRIRVLETNAQYEEKEAVITGYIPKIHEEETYTFIGEWKEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !** ! ! *!*!! * !*!!**!!!!!!***! !! !*! *!!! ! **!!!!!!! ! !!!!!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 LQFHVEQYKKEMPQTKEGVVNYLSGDLFKGIGKKTAQSIVDELGENAINSILNNPSLLDGIPKLASEKAKVLYDTLVENQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!* !**!!!*! !!!!***!!! !!! !!!!!!! !! !!* !!! !! *!*! *!*! !! ! ! *!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 GIEQVMIHLNQLGFGPQLSMKIFQTYKDQAIDILQKKPYQLVEDIEGIGFHRADEIGQQVGMSGSHPDRIKAACLYVLDS 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !*!!*!!*!!! !!!!!!!!!!*! ! ** *! !!!!! !*!!!!!**!!!*! *!*!! !!*!*!!!*!! !**
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 ESAQAGHVYAEAEELLPAVKKLLEEKATEV..IPYEAISEAILKLGEERKVIAEGQQLYLPSLFFSEKGIVTNIKRILNQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus * !! ! ! ! !** !! ! ! **!* !!* !!! * ** ! *! !!!!* ! * *!*! !
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 TEFNEQFPESEFLLALGQLEERLSVQYAPSQKDAIQKALMSPMMILTGGPGTGKTTVIQGIVELYGELHGCSLNPKDYKK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !!* !!!!!!!!!!!! !!!!* !!!!!!!!*!!!!!! !!!**!!!!!!!!!!!!! !!!!!!!!!!!*!! ! !!!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 EEPFPFLLAAPTGRAAKRMAESTGLPAVTIHRLLGWNGSEGFDHHEENPLEGKILIVDETSMVDIWLANQLFKAIPEEMQ 478
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus *!*!! *!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!! !*!**!*!!!*!!*!! !!*!!!!!!*!!!!!!***!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 VILVGDEDQLPSVGPGQVLRDLLLSERIPSVMLTDIYRQSEGSSIIELAHEMKKGRLPQNITQQQKDRSFFQCQPGQIGT 558
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *!*!!!!!!!!!!!!!!!!!!!! ! !!*! !!!!!!! !!!!!*!!!! !! ! !!*!*! * !!!!! ! * !!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 VIGQVVRNAKKKGYLAKDIQVLAPMYRGPAGIDRLNKMIQEIFNPNEDGSRKEIAFGDVVYRIGDKVLQLVNQPENHVYN 638
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !* !! !! !!!! !!!!!!!!!!!!!*!!! !! !*!*! !!* ** !*!* !!!!!!! !!!*!!!!!!!!!*!*!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 GDMGEIISIFYAKENTEKQDMVIVSFDGVEATYTKQDLNQITHAYCCSVHKSQGSEFPIVILPVVKSYYRMLRRNLLYTA 718
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!! !!!!!!!!!!! !! *!!!!! ! !*!! ! !! !!!!!!!*!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 ITRSKQFLILCGDEEALKMGIQRLDDQSRRSNLRLKLKDEIFEGETIEAVDESLTYEDYLMKVDPLIGMENITPYDFLEA 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEE...MDAELEALQKELPFSVHDANIGMEGITPFDFMKE 795
consensus !!! ! !!!!!!*!!!! !* ! ! * !* *! * !*****! ! ! ! * *!* !!!! !!!*!!*
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NTDB id 984172 MKX67 RS16240 WP 341096855.1 D.. 799
NTDB id 355 BSU 27480 NP 390625.1 EQQ 798
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