logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
983981 NSQ95 RS11620 WP 342559663.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
983981 NSQ95 RS11620 WP 342559663.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

el st

EKGESINRE

N Y)IRDGMETHKENSIIRY VGAPILYRVDG RAQGEAL
A

. HKSSIIRE
MDL TIgYL LN MEMINASDLHL  [fjG
MTSGIDIT Li3% TN)QeIASD ‘HL AG

I4 SDLH SAG

Il SDLH SAG

ASDLHLS G

ASDLHLSAG

@ IIASDLHLSAG
[EASDLHLSAG

ASDLHLSAG

[ASDLHLSAG

* * ok |k ok k ok ok

ET» |

BYGARFRVNAFNIQGWUG VKIRIAIP gy
ARFRVNAFNiN&RGIY AVFRTIPSHN
ARFRVNAFNpRERGlY AVFRTIPSpN
RFRVNAFBIQERGOSJAVERTIP N
RFRVNAFBIQERGSAVFRTIP |
ARFRVNAFNQSJRGEY AVFRTIPS|
ARFRVNAFNQSRGEY AVFRTIPS|
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNFNQNRGIGAVFRTIPS[
ARFRVNAFNQIRGE\GAVERTIP S|
ARFRVNAFNQRNRGINGAVFRT IP S|

ARFRVNAFNQRRGINGAVFRT IP S}
* D1 D okookk

=== ekl = == =22

TS LT Bl AR

PMIRVEIG
PPM R DG
PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG

EPMIRVHG
S

=< li=cli=ci=c=c = ]=vJi=clt=c - = J=~)

Il skoskoskoskok | oskoskokok * |k

E LGLNIF

DSITTQ QRQ
LBTDALD
8 MN QN I

I AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
I PAYPRGLVLVTGPTGSGKSTTLAAM
DIIOMMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIINPRG VLVTGPTGSGKSTTLAAM
DI[@MPRG VLVTGPTGSGKSTTLAAM

Kok kokokok Dok Dkk kokokkokkkokokk kkk kk  kok Dkskskkok Lk LUk D DT Dk |

1563
155
156
157
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
983981 NSQ95 RS11620 WP 342559663.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PAKAF RS01995 WP 003084552.1
1020 ACIAD RS04210 WP 011182164.1
1081 FDQ49 RS05335 WP 006581387.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
983981 NSQ95 RS11620 WP 342559663.1
1307 DR RS10055 WP 010888596.1

1116 NGFG RS10615 WP 003690200.1
1086 NMV RS00245 WP 002218487.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1

Wil

EDPIEFVH|¥K C

EDPIEF H[aj:{0C

EDPIEF H|N:¥X¢C INQREV[ERND TIb)
EDPIE VH#:KK NQREV{eRID T[a
EDPIEF H|gyK INQREV[ESIDTI®
EDPIEFVH@MSKKSLINQRE H[e)IT]®
EDPIEFVHSKKELINQRE H[ApITIR
EDPIEFVHEIWKCLINQREVH
EDPIEFVHEIWWKCLINQREVH
EDPIEFVH@EMNKKCL NQREVH
EDPIEFVH[MBKKCL NQREVH
EDPIEFVHIXSKKCL NQREVH
EDPIEFVHI®NNKKCL NQREVH
EDPIEFVHINgKKCLINQREVH
EDPIEFVH@EMNKKCLINQREVH
EDPIEFVHMSKKCLINQREVH
EDPIEFVHRMSKKCLINQREVH

EE N | skl DDk |

AP/ et R
e

TIDRIIDVFP
IDRI DVFP Q
T DRI DVFPA[§EK
T DRI DVFPA[§EK
TIDRIIDVFP N K
TIDRIIDVFP B K

e W AR

Ny LR ALR DPD
WNALR ALR [PD
INALESALREDPD
INYALRSALREDPD
IQYALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
§)IALRSALREDPD
)3ALRSALREDPD
IW3ALRSALREDPD
M3ALRSALREDPD
WA LRSALREDPD
M5ALRSALREDPD

NN

e b s R L 1R

THD{¢/N[e1ARN
JDIGNGRVA
MUGGGRVA
BAIGGGRVA[Y

.NKGGRVAAIEIM

. NK[HEARYL

EHEIM

Ll T s

IL GEMREMIEN PIALINJAETGHLVF .| TLHIRBYANM
TLHT SAJzN
GTLHTRYS Al

ILVGEMRDMETISMNA TAAETGHLV}Y
ILVGEMRDMETI}®NA TAAETGHLV]y

ILVGEWRDIMETIIHLA TAAETGHLVFGTLHTRSA

ILVGEMMRDMETIWLA TAAETGHLVFGTLHTNSAp
ILVGEMRDMETIILALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETILALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIIILALTAAETGHLVFGTLHT SAAK
Pl bkl Pk sk ke LD DU Dok Dokok

il Rgaﬁy_@%. 155/l ©

HEI)®I
HET)RI

WP A RNLIRENK
NPA RNLIRENK
PAIRNLIREWNK
PATIRNLIRERK
GATRNLIRERK
EIM [¢ [AIRNLIRERK

HEIM

1202
1194
1020
1081
1060
1040

consensus

PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

TIDR IDVFPAEEK MVREIMMLSESL[NAVISQpN
TIDR IDVFPAEEK MVREWMLSESL[NAVISQEN

TIDR IDVFPAEEK MVREWMLSESL[NAVISQpy
*ok | ok ok ok ok ok ok ok K K ok ok * 1 kokok | * % |

* %

MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
MOGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIUGGGRVAAHEIMI
MIUGGGRVAAHEIMI

sk | koo ok |

% ok %k ok % k

PAIRNLIREWNK
PAIRNLIRE@NK
IIPATRNLIRE[@®K
IIPATRNLIRENK
IIPATRNLIRENK
IIPATRNLIRENK
* 11

kokokkokk Xk *

AQMYSHIQTG
AQMYSEAIQTG
AQMYSHIQTG
AQMYSE\IQTG
AQMYSEVIQTG
AQMYSE\IQTG

233
235
236
237
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
317
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

983981 NSQ95 RS11620 WP 342559663.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

1

1

983981 NSQ95 RS11620 WP 342559663.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1

T&DQgLé’Q\.&'%NREEEEAEEQAKWP>L

IBMPEAVARRR

DIAYIRAGIRF RBEHENSRY DKEL ER/
A
IBMPEVEARRREN

il

IR RENJAREKINKIP .
IINLPTEARAVINKSP .

E A R AR R AR e s R RVRESDET A AR R EROs G REF R A
UWEDIRAIRY QIBMVDDKESSIEQDEALHSIADSANBLRLMLKT . KRGDDY . . .GSGSLQNVKI........ DME.............
pERIR AMY NMY VQEEISE Y EDJALLHADSSNPLRLMIKL . GSETDGEHLTSVS.QGLTL. . . ... .. EMSDDDPGRSFR. . .
INEDRJNAIREDIMYDHQHPRS|Y ADJNLKHJADSPNNLRLQIKL . SEEANKPLDNRERMSEMER. . . . . ... KMTFDGQRRNLK. . ..

o e e
IFARLANDASAGLGG ..... ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

QAN SESMOF . . e
AN SESMSE . o

IRIPQTE\RTAINKQP .
IRIPQTERTAKQP .

= N =S e

IR KHTI\HEAJNLNK .
IRIKHTI\HEAPNLNK .
IRIRD SPNKEKIYKQP .

ISIPQTEARTAINKQP .

368
381
383
346
418
347
347
345
345
344
344
344
344
344
345
345
345

X non conserved
B similar
> 507 conserved

368
381
383
346
394
347
347
345
345
344
344
344
344
344
345
345
345



