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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QLN.LNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLISRIKLLAKLDISELRQPQDGQFS 193
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 FTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 1468 ASU2 RS05090 WP 014991734.1 FKTVTAETLDFRVSSLPTSFGEKIVLRLQKNKPTHFDFLELGFSPEQKQLLLTALHQPQGLILVTGPTGSGKSITLYSALNYLN. 277
NTDB id 1028 TT RS08215 WP 011173991.1 YREG.AIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIA. 666
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAV 362
NTDB id 1468 ASU2 RS05090 WP 014991734.1 NSERHILTAEDPIEIEIEGIIQTQVNRAIQLDFSQLLRTFLRQDPDIIMLGEIRDQESAEIALRAAQTGHLVLSTLHTNDAPSAI 362
NTDB id 1028 TT RS08215 WP 011173991.1 TPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAI 751
NTDB id 98374 AVM03 RS06155 WP 003153083.1 HFNRRIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLSSLHTRDAKGAI 248
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGC...............................DECYQGYRGRIGVYQC 416
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSRTAKKFDKQTAYLDFSSLRESAKQKIEQQLT..NETEVDRVLGYE.......................... 461
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