
logo ME I ER INEHTVKFYI
MSYGDI EDRGFDREE IWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLE I IVVTKAQL

NTDB id 983727 NST73 RS05750 WP 338706113.1 MEIERINEHTVKFYISYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIVVTKAQL 80
NTDB id 84 BSU 11520 NP 389034.1 MEIERINEHTVKFYMSYGDIEDRGFDREEIWYNRERSEELFWEVMDEVHEEEEFAVEGPLWIQVQALDKGLEIIVTKAQL 80
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo SKDGQKLELP IPEDKKDQEQPTADESEDSLDALLDDFHQKEEQADQVEDHNEQEKDEKEKLQKQLQFVLKRFMDGDFEDLVIASLSKQLNMVNQDGFSKTTSTLYSF
NTDB id 983727 NST73 RS05750 WP 338706113.1 SKDGQKLELPIPEDKKDQTDEESLDALLDDFHKEEQDQEDHNEKDKKLQLQFVLKMDDFEDLIALSQLNMQDFTTSLYSF 160
NTDB id 84 BSU 11520 NP 389034.1 SKDGQKLELPIPEDKKQEPASEDLDALLDDFQKEEQAV...NQEEKEQKLQFVLRFGDFEDVISLSKLNVNGSKTTLYSF 157
consensus !!!!!!!!!!!!!!!! * ! !!!!!!!!*!!!! ***! *! !!!!!* !!!!*! !! !!** !*!!!!

logo ENRYYLYVDFCHENDLMS
TDEEQVENKQLS I LLEYAHTESSVI

VS IHYRLEQEYGKQL I IVKSEHNALETIKQKQHYFASS
NTDB id 983727 NST73 RS05750 WP 338706113.1 ENRYYLYVDFHEDLSDEQVENKLSILLEYAHESVVSIYRLQEYGQLIVKENALETIQQYFS. 221
NTDB id 84 BSU 11520 NP 389034.1 ENRYYLYVDFCN.MTDEEVENQLSILLEYATESSISIHRLEEYGKLIISEHALETIKKHFAS 218
consensus !!!!!!!!!! ***!! !!! !!!!!!!!*!! *!!*!! !!! !!* !*!!!!! *! *

X non conserved

X similar

X ≥ 50% conserved


