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NTDB id 277 KZH43 RS10090 WP 000867601.1 ....MKVNLDY........LGRL..FT......ENELTEEERQLAEKLPAMRKEKGKLFCQRCNSTILEEWY......LP 54
NTDB id 236 SPD RS10765 WP 000867601.1 ....MKVNLDY........LGRL..FT......ENELTEEERQLAEKLPAMRKEKGKLFCQRCNSTILEEWY......LP 54
NTDB id 202 SPR RS10250 WP 000867601.1 ....MKVNLDY........LGRL..FT......ENELTEEERQLAEKLPAMRKEKGKLFCQRCNSTILEEWY......LP 54
NTDB id 983516 NSS80 RS17380 WP 342498356.1 ......MNMDKAMELKRQLHSRHLLTVETRCSQSNLDWLEEKGLVNRTPAIERKADGFTCCRCGVSHKRYFAHSPCEECQ 74
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYH..SSG 78
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NTDB id 277 KZH43 RS10090 WP 000867601.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDF..PKQDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQ 132
NTDB id 236 SPD RS10765 WP 000867601.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDF..PKQDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQ 132
NTDB id 202 SPR RS10250 WP 000867601.1 IGAYYCRECLLMKRVRSDQTLYYFPQEDF..PKQDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQ 132
NTDB id 983516 NSS80 RS17380 WP 342498356.1 KDCVYCRSCIMMGKATECGFLYEWTGPQMVEAYRAELTWQGELSKGQKRASERMIEAIKNKFDLLVWAVCGAGKTEVLFH 154
NTDB id 108 BSU 35470 NP 391427.1 KNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFP 158
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NTDB id 277 KZH43 RS10090 WP 000867601.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIA.LLHGESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
NTDB id 236 SPD RS10765 WP 000867601.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIA.LLHGESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
NTDB id 202 SPR RS10250 WP 000867601.1 VVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIA.LLHGESEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAF 210
NTDB id 983516 NSS80 RS17380 WP 342498356.1 GIEYALNQGMSVCIATPRTDVVLELEPRLRKAFQGITIAVLYGGSSQRFQIAPLVIATTHQLMRYKNAFDLLIVDEVDAF 234
NTDB id 108 BSU 35470 NP 391427.1 GIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAF 238
consensus ******!*!**!!*!*!!*!!*!!!**!!***!** *!* !**!********!!***!!!!!*****!*!**!*!!!!!!

logo PYSVAMDDNEQPRTMLQYFHAVLQKKNASMRVRKKENGSGTVLLRVIYFLSTATPSPSTKNKEMLKTDRKDKAVLSRNRLGKQELEHKASR I
V
L
K
R
N
I
LPALRRHFHQRGKQNPLPI EVIPRTKFPQVIWCILGSHNDW

F
K
N
K
R
K
YLKNDRKKNKQRI

LPSSPAK
NTDB id 277 KZH43 RS10090 WP 000867601.1 PYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK 289
NTDB id 236 SPD RS10765 WP 000867601.1 PYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK 289
NTDB id 202 SPR RS10250 WP 000867601.1 PYVDNPMLYHAVKNSVKEN.GLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK 289
NTDB id 983516 NSS80 RS17380 WP 342498356.1 PYSMDERLQFAVLKAMRKNGGVRIYLSATPSKKMTRDVSRGKLEAIKIPLRFHQQPLPVPTFQWIGHWKKKLKKKQLPSK 314
NTDB id 108 BSU 35470 NP 391427.1 PYSADQTLQFAVQKARKKN.STLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPA 317
consensus !!*****!**!!******! *****!*!!***********!*!*****!*!*!**!!**!***!*******!********

logo

V
L
M
K
N
R
S
W
Y
M
I
Q
E
F
R
K
H
Q
I
V
R
A
K
E
N
T
G
K
A
R
Y
R
PVLFLLI FVAPSSEVIASKI

V
K
L
M
G
K
EKQALTAAKECI FLKRQGEHVQHSFCLPRNEKTVIAEGGSFVHSASDEVDTKPEHDRKLQEKQVQHQAFRDNGAQEYLDTLVI LVITSTTI LERGVTI

V
FPKNC

NTDB id 277 KZH43 RS10090 WP 000867601.1 LKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPC 369
NTDB id 236 SPD RS10765 WP 000867601.1 LKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPC 369
NTDB id 202 SPR RS10250 WP 000867601.1 LKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPC 369
NTDB id 983516 NSS80 RS17380 WP 342498356.1 VMNWMQRHIANKRRVLLFVPSIAVMKKATKILREHSLN..VEGVSADDPDRKQKVQHFRDNAYDVLVTTTILERGVTIPN 392
NTDB id 108 BSU 35470 NP 391427.1 VKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVHCR..TASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPK 395
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NTDB id 277 KZH43 RS10090 WP 000867601.1 VDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 236 SPD RS10765 WP 000867601.1 VDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 202 SPR RS10250 WP 000867601.1 VDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL.......... 432
NTDB id 983516 NSS80 RS17380 WP 342498356.1 VQVGVLGSESTIFTESALVQISGRVGRHPDYCTGDVFFFHFGLTRSMKQAKKHIVKMNDTAAKEFSEKQCGFK 465
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