
logo MDNYQNALVAQSEPVCLRMLAITFILCHNR I
L
M

N
K
G
Q
R

I
L
I
L
G
SPRSTLVLTLKLWQWKARVW

DPDESMLNSYI
L
M
N
T

E
F
S

E
P
Q

L
T
V

H
L
S

H
Q
S

F
T
V

D
K
V

QDRAL
T

E
L
R

D
E
Q

A
Q
T

G
I
D
K
L

A
F
P

A
S
T

A
R
WLAKNQAETEIKEQNEFDFYPDIKLF IPQHKR I

T
V

D
L
V

A
L
Q

N
A
W
Y
LSLR

S

E
K
S

E
Q
G
N
H
I

NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKRI.GPRTVLKLQKRWPDLNLMFQLSSVD...LEEAGLPSWLAQTIKNFDPDFIKTDLNWLSSSENH 76
NTDB id 983428 NSQ34 RS07705 WP 034281769.1 MYNVSERMIFHRLKGLISPSLLTKWWKVDPELYINEETHHFKQDRALQTIDFTRLKQAEENEFPIFQHIVQAY..LKQNI 78
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQTV...TRDQIKAAALKNEIEQFYPKLPRVLAAY..REQGI 75
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VLYFLAKGDENLMVTSALYLNSTEKQEGKPRKS ILAGVIVGSTRVNAPTSASVTYGEKNAEQCNVAVKNRAHKFILSTVGKRELICSVKREHKDGVWMSVIVSGLAKLSGIDAGHLM
NTDB id 1250 GCO85 RS13065 WP 027219989.1 HILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDAH 155
NTDB id 983428 NSQ34 RS07705 WP 034281769.1 HMIPITSPLYPSTLKNIYDPPPVLFLKGNVSYLNEEKSLGVVGTRVPSSYGEACVKKIVGELVKEDWMIVSGLAKGIDGL 158
NTDB id 114 BSU 16110 NP 389493.1 NTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDGM 155
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 AHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKSG 235
NTDB id 983428 NSQ34 RS07705 WP 034281769.1 AHKECIRKKGKTIGIIAGGFQHLYPKEHEQMAQYMGEHHLLLSEHPPYVKPEKWHFPMRNRLISALTKGTIVIQCKEKSG 238
NTDB id 114 BSU 16110 NP 389493.1 SHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSG 235
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 SLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASGKENLVKFIGF 315
NTDB id 983428 NSQ34 RS07705 WP 034281769.1 SLITAYQALEQGKEVFAVAGSIFDPNSTGPARLIQQGAKLVHSTKDILEEFSFRSVQYTEPT.................. 300
NTDB id 114 BSU 16110 NP 389493.1 SLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF.................. 297
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ETTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 983428 NSQ34 RS07705 WP 034281769.1 .............................................. 300
NTDB id 114 BSU 16110 NP 389493.1 .............................................. 297
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