
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDAKIYAKLRELDRNQGSTGLPVSDE I
TKKDEFVRSTEKRKPTDSLPVLAELAAQE I

MRSYQPQ
NTDB id 983242 NSU11 RS06955 WP 024426871.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDAIYAKLRELDRQGTGLVSDTKKEVRTERKTDSLPVLAELAAQEMRSYQQ 80
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGS..PSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQP 78
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!****!* !!* !*!*!*!!!!!!!!!!!!!*!!!!*

logo

P
Q
A
SQPQQSSVQSLPGQLTGQQS ILNSGSALPAVGIPDEGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTF

NTDB id 983242 NSU11 RS06955 WP 024426871.1 PAQPQSSSLGTGQLNGAPVGIPEGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTF 160
NTDB id 79 BSU 14240 NP 389307.1 QSQQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTF 158
consensus * !*!! * * ! !!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo MQSL IKMYPEVKKPYRGQYI LEGDE I EQSTAEDEESANE
NTDB id 983242 NSU11 RS06955 WP 024426871.1 MQSLIKMYPEVKKPYRGQYILEGDIQTEDE... 190
NTDB id 79 BSU 14240 NP 389307.1 MQSLIKMYPEVKKPYRGQYILEGEIESAESANE 191
consensus !!!!!!!!!!!!!!!!!!!!!!!*! * * ***

X non conserved
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X ≥ 50% conserved


