
logo

MNVPVE
M
K
LNMSDSFKASKMELMQGQQTLHRSRHLLRTTVELTKSCFPSDQESMNI

L
D
EWHLEI EKKNGLYI

V
N
T
A
R
E
S
N
P
A
S I ES IRKNAKNRGRFYRTCCNRCGQVSTDHKQRYFASFHSYHPCESVCSGQ

NTDB id 983210 NSS96 RS16595 WP 309300290.1 .....MLNMDKAMELMGQLHSRHLLTVETKCPQSNLDWLEEKGLVNRSPAIERKANGFTCCRCGVSHKRYFAHSPCEVCQ 75
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYH..SSG 78
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NTDB id 983210 NSS96 RS16595 WP 309300290.1 KDCVYCRSCIMMGKAAECGFLYEWTGPQMVETGRAELTWQGELSKGQKRASERMIEAIKNKFDLLVWAVCGAGKTEVLFH 155
NTDB id 108 BSU 35470 NP 391427.1 KNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFP 158
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NTDB id 983210 NSS96 RS16595 WP 309300290.1 GIEYALNQGMSVCIATPRTDVVLELEPRLRKAFQGVIITVLYGGSSQRFQIAPLVITTTHQLMRYKNAFDVLIVDEVDAF 235
NTDB id 108 BSU 35470 NP 391427.1 GIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAF 238
consensus !!! !!!!!* !!!!!!!!!!!!!! !!!* !!!! !* !!!!! * * !!*!*!!!!!*!!! ! !!*!*!!!!!!

logo PYSAMDEQRTLQFAVLQKAMRKRKNGGSTVLR I
VYLSATPPSKEKLMKTREKAVLSNRGKQLEHAS IVKR IPALRFHHKRHKPLPEVPRTFHVWCIGHNWKKKLKNKRNKQI

LPPAK
NTDB id 983210 NSS96 RS16595 WP 309300290.1 PYSMDERLQFAVLKAMRKNGGVRIYLSATPSKKMTREVSRGKLEAIKIPLRFHKHPLPVPTFHWIGHWKKKLKKNQLPPK 315
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NTDB id 983210 NSS96 RS16595 WP 309300290.1 VMNWMQRHIANKRRILLFVPSIAVMKKVTKILREQSLNVEGVSADDPDRKQKVQHFRDYVYDVLVTTTILERGVTIPNVQ 395
NTDB id 108 BSU 35470 NP 391427.1 VKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQ 397
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NTDB id 983210 NSS96 RS16595 WP 309300290.1 VGVLGSESTIFTESALVQISGRVGRHPDYCTGDVFLFHFGLTRSMKQAKKHIVKMNDTAAKEFSEKQCGFN 466
NTDB id 108 BSU 35470 NP 391427.1 TGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD..... 463
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