
logo

MGMPAGK
M
A
E
N
S
D
K
F
KKKSLTLMKSQLMAF IPYCLKDGYKVAPFLFIAGI

LAMVI
S
F
L
A
T
I
L
I
V
A
S
A
S
I
T
I
L
N
TVI

YGPDKRLKEMTDI
T
I
M
Q
T
E
KGLAMGTKS IDLDEAKIGKAE I

V
A
G
F
L
F
TLAALL

NTDB id 983142 NST13 RS10840 WP 342581847.1 MGMPAGKASDFKKTMKQLFIYCKDYVPFIAIAMSLALIAAILNVYGPDKLKEMTDIIQEGLMTSIDLEAIKAVGFFLAAL 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALL 74
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NTDB id 983142 NST13 RS10840 WP 342581847.1 YGFSFAINYIQGFIMATVTQKITKKMRTDLSQKINRLPLSYFDRTTYGDVLSRVTNDVDMIGQTLNNSISQLVSAIATFV 160
NTDB id 370 SMU RS04260 WP 002263294.1 YFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLI 154
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NTDB id 983142 NST13 RS10840 WP 342581847.1 GALVMMFYTNWIMALTGILATFIGFSFMSVIIKYSQKYFIGQQTELGAINGHIEEIYTGQHIVKAYNAENEAKSKFHAIN 240
NTDB id 370 SMU RS04260 WP 002263294.1 GSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLN 234
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NTDB id 983142 NST13 RS10840 WP 342581847.1 DRLYQNAWKSQFLSGMMMPLMQFIGNFGYVAVCIVGAYLVTADAITIGTIVAFMIYIRLFTQPLTQFAQVGTNLQSTAAA 320
NTDB id 370 SMU RS04260 WP 002263294.1 DQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAA 314
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NTDB id 983142 NST13 RS10840 WP 342581847.1 SERVFEFLAEEELKPEIQKLGKLGDIKGNVEFKNVRFGYDQDRLIIKDFSVSVKAGQKVAIVGPTGAGKTTLVNLLMRFY 400
NTDB id 370 SMU RS04260 WP 002263294.1 MGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFY 394
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NTDB id 983142 NST13 RS10840 WP 342581847.1 EVNSGEIMIDGIPIHQLTREQVHDLFSMVLQDVWLFEGTIRENIAFSKKDVTDEEIISVCQSIGLHHAIQALPNGYDTVL 480
NTDB id 370 SMU RS04260 WP 002263294.1 EVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVL 474
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NTDB id 983142 NST13 RS10840 WP 342581847.1 NDKVNLSNGQKQLLTIARAMIKNAPLLILDEATSSVDTRTELQIQRAMEKLAVGKTSFIIAHRLSTIKHADLILVMRDGE 560
NTDB id 370 SMU RS04260 WP 002263294.1 DDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGN 554
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