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NTDB id 982710 NST70 RS09855 WP 342474927.1 MEKQHAMDLFQDEENFIKGKHLATIFHNEQNLYSVIRVRVEETNIGLEDKETVITGYFPRIHEQETYTFFGKMQEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !!* ! *!!***!! * !*!!* !!!*!**!*! !! **!!! *!!!!! **! !!!!!*!!* !!!!!
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NTDB id 982710 NST70 RS09855 WP 342474927.1 PQFQANRFQKDIPNTKQGVVEYLSSDLFNGIGKKTAERIVGVLGENAISKILENPAALDEVPKLAPEKAQLIHDTLVEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus *!!!! *! !*!! !! !** !!!!!!! !!!!!!!! !! !!* !! !!! * ! *!!*! * !! ** ! !!
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NTDB id 982710 NST70 RS09855 WP 342474927.1 GLERVMIGLAQYGFGPQIAMRIYQVYEDEALEMIAQNPYRLVDDIKGIGFGRADELGRQLGISGTHPHRIQAGCCYMLEM 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!! *!! ! !*!!!!!* !*!!! !! ! !! ! !!! !! !* !!!!!*!!!!! *!*!! !!*!* !***! !!
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NTDB id 982710 NST70 RS09855 WP 342474927.1 ESMQHGHVYVLKEELAQDIKALLEEYQNVE..IPVGLIENELVKLQEESKVIMEEDKVYLPSLYFSEKGIVSNIERIMSQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus ** *!! !* ! ! ! !! **!* ! ** ! ! ***!* **! !!!** ! * * *! !!
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NTDB id 982710 NST70 RS09855 WP 342474927.1 TEYAEQFPESEFLLALGSLEERLGVEYAPSQKEAIQKALMSPMMILTGGPGTGKTTVIKGIVELYGELHGVSLDPQTYKK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !!! !!!!!!!!!!!! !!!!* ! !!!!!!!!!!!!! !!!**!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!
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NTDB id 982710 NST70 RS09855 WP 342474927.1 DEAFPIVLAAPTGRAAKRMAESTGLPAMTIHRLLGMTGMEDLDDSEERQVEGKLVIIDEMSMVDTWLANQLLKALPDEIQ 478
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!*!!!!!!! ! ! **!* **!!!!*!!!! !!*! !!!!*! !!*!!*!!
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NTDB id 982710 NST70 RS09855 WP 342474927.1 VIMVGDEDQLPSVGPGQVLKDLLKSGAIPVVRLTDIYRQKDGSSIIELAHHVKNGRIPENIFQMQADRSFIRCSSGQVAE 558
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 982710 NST70 RS09855 WP 342474927.1 AVEKVVKSAKRKGYTAKDIQVLAPMYRGPAGIDRLNSLLQNIFNPNENGARKELKHGDAVYRIGDKVLQLVNQPEHGVYN 638
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 982710 NST70 RS09855 WP 342474927.1 GDIGEIVSLFTAKENTEKQDMLIVSFDGIEVTYTKPDFNQITLAYCCSIHKSQGSEFPVVILPVVRSYYRMLRRNLLYTA 718
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!!!!! !*! !!!!!!! !! *!!!!! !*!*!!*!!!! !*!!!!!!!!!!!!!!!*!*!!!!* !!!!!!!!!!!!!

logo ITRASKKFI L I LCLGEEEPAFLERMWGVEKNRENDADQTKVRKQTSTLCKENKRLASEVAQLVEKETEMQKEADGATELTEVALLSLQKTEELNPFWDSRVHVDAPMNIGMEGITPFYDTFYAMEK
NTDB id 982710 NST70 RS09855 WP 342474927.1 ITRSKKILILLGEEPAFRMGVEREDDQKRKTTLCEKLAEALKTEQKEAGTETVLSLTEENWDRVDPMIGMEGITPYTYAE 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEM....DAELEALQKELPFSVHDANIGMEGITPFDFMK 794
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NTDB id 982710 NST70 RS09855 WP 342474927.1 EGQTASQPD 807
NTDB id 355 BSU 27480 NP 390625.1 EEQQ..... 798
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