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VTPLLVARSLLVKRRGFVDRTAESESAARLSFLHNPTKLDEAQDSFHYDPFELLMDKGMEKERAAIDQR I
LKQRAIDSAQGQ

NTDB id 982502 NSQ51 RS11855 WP 061580811.1 MLKAKTRWEVERLDEQTVRRLAEEAGVTPLLARLLVRRGVRTASEAASFLNPLEQSFHDPFLLDGMERAIQRLKRAIDAG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ! !!!* !*! !* ! ! **!!!*! !!!*!! !! ! !!** * !*!!! * !! ! !*! !!
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NTDB id 982502 NSQ51 RS11855 WP 061580811.1 ERVLVYGDYDADGVCSTSVMVSALKEAGASVEFYIPNRFTEGYGPNMAAFRSAKERGVSVIVTVDNGIAAVKEIAAANEW 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !****!!!!!!!!!*!!!!!** ! ! !*!!!! !! !!!!!! !!!! !!!! !*!*!!! !!!!!*! ! !

logo GLMDVI IVTDHHEPGPEVLPDEAVHRAI IVHPKQPGCSTYPFKRDELAGVGVAFKLVAHALLGERLVPDREHLLDLAVAIGTIADLVPLHVDGENRLFI
NTDB id 982502 NSQ51 RS11855 WP 061580811.1 GMDVIVTDHHEPGPVLPEAHAIIHPKQPGSTYPFRDLAGVGVAFKVAHALLGRVPRHLLDLVAIGTIADLVPLVGENRLF 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!*!!!!!!!! !!* *!!*!!!!!!*!!!!**!!!!!!!!!*!!!!!! *! *!!!! !!!!!!!!!!!* !!!!
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NTDB id 982502 NSQ51 RS11855 WP 061580811.1 VAHGLEALRATERIGLRALFRQCRIDAAAINEQTVGFVIAPRLNAAGRLGGADPAVALLMTDDENEAVQLAAEMDELNRE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus *!!! !! ! !*!!* ! * * ! * !! !!!! *!!!!!! !!* !!!!!*!!!**! !! !!!!*! !!*!
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LVVAGKAEGWNAPGVVGIVASKLVDEQRFYRPAI
VVLGS IDEREKGIAKGSARS IHRGFDNLF

NTDB id 982502 NSQ51 RS11855 WP 061580811.1 RQQLVTQIAEEAADMVRRQFPPEEHRVLVVAGEGWNAGVVGIVASKLVEQFYRPAVVLSIDREKGIAKGSARSIHGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *!* * *!! *!! ! ***** *!!! !!!*!!!!!!!!!!!* !!!!!*!! !! !!!!!!!!!!!!*!! !!

logo

A
ESLSEQCRDI

LLPHFGGHPMAAGMTLAKALDEDVEPDELRQSRLNAE IAADENTLSTDEDEDFL ITPLVQTEF IVDALSVCGSVAEDE I
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NTDB id 982502 NSQ51 RS11855 WP 061580811.1 ASLSQCRDLLPHFGGHPMAAGMTLALDDVEELRQRLNAIAAETLSDDDLTPLTFIDASCSVAELTLDAARGLERLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!! !!!*!!!!!!!!!!!!!!! *!!**!! !!! !! !!***! !* *! ! ! **!** * ! !!!*

logo

G
LNPKRPHLVL IVEGNASVLVEDTMVRKR I
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VGFGNKLGEPLCQEEGIAVPGASR I

VSAIVGELMS IVNEWNGNLRAKKAPQLMS ILCK
NTDB id 982502 NSQ51 RS11855 WP 061580811.1 GNPRPLVLIEGASVETMRRVGANGAHMKAVFAQEGASVDAIGFGLGPLCEEIAPGARVSAVGELSVNEWNGLAKAQLSLC 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!*!*!!*! ! *! *!**!!! !*! *! *!**!! !*!*! ! !! !*! !!!*!*!!!! !*!! **
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NTDB id 982502 NSQ51 RS11855 WP 061580811.1 DLAVSHCQLFDIRGCRDVRPFLERLPKEKRLLVMFRQGTGARPDLASFRGELRCVLTDEEAGALEISGRYVVLLDLPPTL 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !!!**!!!!*!!*! * * !! !! *! !* * * ! !**** * * ! ! ** ! !*!!!!*!!*!

logo

D
G
M
RLAARLLEGGKAEPAER IYAF ILFALNQHPEADHRFFLRSTFPATRDHFKWFYYAFLLHLKRYGRASFDPLVAKEKHRGGSEQLAKRAHKRGWSTEVETI

V
H
NFMATKVFFLDELEG

NTDB id 982502 NSQ51 RS11855 WP 061580811.1 GRLAALLGGKEPARIYALFAQPEARFFRTFPTRDHFKWFYALLHKYRSFPLAERGGQLARARGWTEETVHFMAKVFLELE 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus !! !! !! ! !!! *! * ! *! !!! !!!!!!*!! !*! !** *! !!***!!* !!**!! !!! *!

logo F IVKTEI EQNGVI
LSLVVRSAGAPAKKRDLHTDESPQTYQRARKWQRDQELLMELVDEQKQLLNYSSTAYEEQLKNERCWLANEKLMMTKRQSDQSTEHAEEYAENSTVRSRWT

NTDB id 982502 NSQ51 RS11855 WP 061580811.1 FITEQNGVISLVRAPAKRDLHESPTYRRWRDELEVEQQLLYSTYEQLNRCLAEMTRSQTHEEANVSWT 788
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !* !!!*!*! ** !!!!**!*!! *!**! ! !!* ! ! *! * * ** !

X non conserved

X similar

X ≥ 50% conserved


