
logo MKNSLYI
Y
K
NKFVLTI

L
A
V
L
VI LVLSFI ILY I

V
L
SYTVCTYI

LSFMNGNI
N
I
L
I
VGLTKI

V
H
K
K
N
L
NDEKHSQSFLEMI

V
E
VE I

V
K
S
KE
H
S
T
L
S
A
Y
A
G
D
Q
F
YVEGLKREQGDI IHLKR INGKEQKQPVPSDFKHK

NTDB id 982279 MHI30 RS16985 WP 075751280.1 MKSYYNKVLLVLILLSFIYVLYVCYLSFNNNLVGLKVKNLDEHSLEVVEVKKHTLAADYVELKEGDIIHRINGQQVPFKK 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEIS.ESSYGQFVGLRQGDIILKINKEKPSDKH 79
consensus !! ! * *!*!! *!* ! *!*! ! **! !** ! * * !* *** * *! !* !!!!**!! ** !*
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 DKEYTLSNVLTLTIERNGKVFENDSLMYLDLVSYDSFFIFIIPLIFYFLCLICVYFIFKVNKSKNLFSAFLLVLFLLITS 160
NTDB id 91 BSU 31690 NP 391047.2 LKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDIS 159
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logo IAY I
VSAGAGPVAFRGDHI

T
F
I
N
SRFYI

VNI
L
F
LTF ILASSVP I

T
L
SYLHQF IQYQRYFLGKE IGKTFFLNSNR I

K
VF
S
F
LLYI

L IPFI FINLGI ILEAFFGLQDYI
Y
F
L
E
Q
F
V
D
E
G
I
D
S
F
I LAKST

NTDB id 982279 MHI30 RS16985 WP 075751280.1 IAYVSAGAVARGDTFSRFVNILTFLAVPTSYLHFIYQYFKEIGKTFFSNKVFLLYLIPFINLILEAGLYIFEFEGSILKS 240
NTDB id 91 BSU 31690 NP 391047.2 IAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRI.SFLYIIPIFNLGIEFFQDYLQVDIDFLAT 238
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 INLLSFFISMVIVFILITYALIKFKYSQQSYLLKILMLMNFIALVPFLFFYVLPMLVFGDYIFSAIVVSPFLLLIPLSLV 320
NTDB id 91 BSU 31690 NP 391047.2 LNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLV 318
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 YQFMSNKIYDIEFLIGRLKYYSFLAIIPTSLIITILAIVKHQEGEFFTVQVTIFTYLIMVGVFYLKEIIDFRFRLKRFSE 400
NTDB id 91 BSU 31690 NP 391047.2 YQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 KFNYQDSIFKFTQTIRTFTSLNQVLMELKQIVLDVLLVNNIYMLKVKNDGSVSMLENDAEEKPWIPYEQEVTKVITDIGK 480
NTDB id 91 BSU 31690 NP 391047.2 KFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGK 478
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 IVEVDRGFLIKIGERGGTSYVMLCLSVLNTPRLTRDEISWLETLAFYTSVSLENVLKIGELMEHLEHVKKEGPNPAWLNK 560
NTDB id 91 BSU 31690 NP 391047.2 IIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKK 558
consensus !*!! !!!*!*!!!!!*!!!*!!!! *!!!!!!!!!!!!! !! !!!!!!*!!!!*! !!!!!! **! !!*!! !! !
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 LMFAIEEKQRSDLARDLHDSVLQDMISLKHQSEMFLADFEKD.KVCTNQIRQRLINMNEQMSTVIQTTRETCQELRPQLL 639
NTDB id 91 BSU 31690 NP 391047.2 LMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLL 638
consensus !!!!!!!!!!! !!!!!!!!!!!!*!!!!*!*!*!!*!! !!* *! * *!**!!!!!! !! !!!!!*!!!!!!!
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 YDLGLVKALSKLAAQHQESSSIDKIRLNTERFSKVLDLDTQLNLYRIVQELLSNAVKHSKAHEVLIMLVCIKEKVVLHYE 719
NTDB id 91 BSU 31690 NP 391047.2 YDLGLVKALSKLVAQQQERVP.FHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYE 717
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NTDB id 982279 MHI30 RS16985 WP 075751280.1 DDGIGFDPDKLYQNSASMGLSGIRERVRALNGSLDIQTAEGKGFRVAIEMEL 771
NTDB id 91 BSU 31690 NP 391047.2 DDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!*!!!**! *! !!!!!!!*!!!!!! ! ! ! ! !!!!!* !!*!!
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