
logo MF
I
L
YNQRKTVMVIMLVIGRLVTAKRSDTVPDEMLVRHYKVTGPSNADKSNGDAKPASVGTVAHSTRVFASTMLIAVNRQSTRFYTKSNDAQDSNGDE I

K
T
R
Q
EADYF IVNVCMTVAITLWRGNKRQSTLAENTFTVILAKLNSFYCGTLAQSKTKGSMLAVIGSLVSDGRE I

LQRTR
NTDB id 409 SMU RS08940 WP 002263454.1 MYNKVILIGRLVATPEMVKTPKDKSVTRVTLAVNRRFKSQDGEKQADFVNVVLWGRLAETIASYGSKGSLISLDGELRTR 80
NTDB id 526 SMSK321 RS08825 WP 000282440.1 MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 158 SP RS09595 WP 000282442.1 MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 268 KZH43 RS08520 WP 000282467.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 227 SPD RS09110 WP 000282467.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 193 SPR RS08685 WP 000282467.1 MYNKVIMIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNGEREADFVNMVLWGRLAETLASYATKGSLISVDGELRTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 982270 MHI30 RS14480 WP 075752085.1 MLNRTVLVGRLTRDPDLRYVGDGKPVVSFTLAVNRTFKNQNGETEADFINCVAWRN.AENIAKFLKKGSMAGVDGRLQTR 79
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!*****!!!**************!*****!!!!******!***!!**!***!***!!**!****!!!*****!***!!

logo

K
N
S
R
F
Y
D
E
D
N
K
E
Q
D
E
S
Q
NGRVQNTRMHVNFYVATEVNQVLGAVHDETNTSGVFRSQFLMLDEPSKRGNPTARTGQAEGTREKGAAQRSMAGNRDQSEGNDGNGSAASQNFYNESGNNQSGNGGSQYFGGGQNQDQNSGPFGTGSNPQNQNQTGQSNRSAGRNPQAQAGNNSTFNPQADDP

NTDB id 409 SMU RS08940 WP 002263454.1 KYEK.DGVTHFVTEVLGHSFQLLESRAQRAMRENNS............................................ 115
NTDB id 526 SMSK321 RS08825 WP 000282440.1 RFEK.NGQMNYVAEVLVTGFQLLESRAQRAMRENNA............................................ 115
NTDB id 158 SP RS09595 WP 000282442.1 RFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNA............................................ 115
NTDB id 268 KZH43 RS08520 WP 000282467.1 RFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNA............................................ 115
NTDB id 227 SPD RS09110 WP 000282467.1 RFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNA............................................ 115
NTDB id 193 SPR RS08685 WP 000282467.1 RFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNA............................................ 115
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS.......QQSGFTSPQQTGNAPAANNTQADP 153
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
NTDB id 982270 MHI30 RS14480 WP 075752085.1 SYDDQSGRRVFVTEVNVESVQFLDPKGGAGRN..................................QSSGQQGNSFPDDP 125
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
consensus **** *!****!*!!*********************

logo

FEA
G
N
Q
N
DGLQKAAPDI

L
D
V
I
L
S
E
D
E
D
EDELQPF

NTDB id 409 SMU RS08940 WP 002263454.1 .ENDLADLVLEEEELPF 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 .GQDLADLVLEEEELPF 131
NTDB id 158 SP RS09595 WP 000282442.1 .GQDLADLVLEEEELPF 131
NTDB id 268 KZH43 RS08520 WP 000282467.1 .GQDLADLVLEEEELPF 131
NTDB id 227 SPD RS09110 WP 000282467.1 .GQDLADLVLEEEELPF 131
NTDB id 193 SPR RS08685 WP 000282467.1 .GQDLADLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................. 113
NTDB id 982270 MHI30 RS14480 WP 075752085.1 FANDGKPIDISDEDLQF 142
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
consensus ****************

X non conserved

X similar

X ≥ 50% conserved


