
logo MDNQDAISASTDVYCLTL ITI
L
C
LR I

L
M
N
R

G
Q
VPKLGGVGIDKI

L
TLSNITLNELLNYDDVAFRQMGWG

S
A
P
I
S
Q
L
I
L
L
R
T

R
KWFWKAPQEDAPSLMSLTGSEPKVLNHQLTLVTKRDHQS ILK

NTDB id 1361 HI 0985 AAC22646.1 MNDITYT..LLRLMQVPKLGGVGIDKILSNITLNELLNYDDVAFRQMGWGAIQIRRWFKPEA.................. 60
NTDB id 982253 MHI30 RS08795 WP 075752847.1 MNDSSDLLILLRLRG...........TL.....................SPSLLTKWWKQDPSLSLTGEKNHLLTKHSLK 48
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQ...........LL.....................SPSLLLKWWKADPSMSLTSPVLQTVTRDQIK 48
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NTDB id 1361 HI 0985 AAC22646.1 ...............KFIEPALVWSQKEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALS.QRQMAMVGSRYCTTY 124
NTDB id 982253 MHI30 RS08795 WP 075752847.1 RSDLCSIRKLAEQELSNVKRLIRSYEAAGVRMTAICSPDYPASLKTIHDPPPVLFFKGNVKLLHEQRLIGIVGTRSPSLY 128
NTDB id 114 BSU 16110 NP 389493.1 AA...ALKNEIEQFYPKLPRVLAAYREQGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAY 125
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NTDB id 1361 HI 0985 AAC22646.1 GEYWAKHFATELSLAGFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQ 204
NTDB id 982253 MHI30 RS08795 WP 075752847.1 GKRAAVHLVSELCKKSWTIVSGLAKGIDGLAHQESIRSKGRTIGVIAGGFNNIYPREHRQLAGQMAE.NHLLVSEHPPDV 207
NTDB id 114 BSU 16110 NP 389493.1 GKQVVNHLTKEICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAK.HHILLSEHPPET 204
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NTDB id 1361 HI 0985 AAC22646.1 APIAANFPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILE 284
NTDB id 982253 MHI30 RS08795 WP 075752847.1 KPQKWHFPMRNRLISGLTEGIVVVQGKEKSGSLITAYQALEQGREVFAVPGPIFDANSFGPSRLIQEGAKLVLNIEDILS 287
NTDB id 114 BSU 16110 NP 389493.1 KPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFE 284
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NTDB id 1361 HI 0985 AAC22646.1 TLYQHSIHSQTEIDFDQIAVPNYTPPPDPRRLVEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLII 364
NTDB id 982253 MHI30 RS08795 WP 075752847.1 ELSPSRTQYPEPV................................................................... 300
NTDB id 114 BSU 16110 NP 389493.1 ELPERNVQYTEPF................................................................... 297
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