
logo MGAEVFLSVGRSGSGKTKTFL I ILNES IQRDEEKLRDRAEPFLGKP I I FLVPDQMTFLMEYELASKTPDLMGGMTIRAQVFYSFSRLAWRVLQHTG
NTDB id 982239 MHI30 RS05910 WP 075754889.1 MGAVFLSGRSGSGKTTFILNEIREKLRDEPLGKPIIFLVPDQMTFLMEYELSKTPDLGGTIRAQVYSFSRLAWRVLQHTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus !!! !! !!!!!!!! !*! ! * !! ! !!!!!!!!!!!!!!!!!!!! !!!!*!! !!!!!*!!!!!!!!!!!!!!

logo GMNSRPFLTGSTGI
VQMLLRKRL I EEHKGQEFKVYQKNASDKSGFTAEQVERMLTEFKRHYCLEPPEDS IRDRMAI EGSGTGTAKSEYERDGER I

VLSDE
NTDB id 982239 MHI30 RS05910 WP 075754889.1 GMNRPFLTGTGIQMLLRRLIEEHKGEFKVYQNASDKSGFTEQVERMLTEFKRHCLPPESIRDMIEGTGKSEYEDERILSD 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus !! !!!!! !!*!!!!!*!!!!!! !!!!!! !!!!!!!! !!!!!!!!!!!*!!*!! !! ! ! !!! !!*!!*

logo KLHDLSYI LYQSKQLMEEKNSLAEDNQYLVHQSEDYLTLLAEHQIPLYAEDEDE IKRGNAAHI
VYVDGFHYQFTPQEFMNRVLEQLMVHAEEHITFSLTADKP

NTDB id 982239 MHI30 RS05910 WP 075754889.1 KLHDLYILYSKLEENLENQYVQSEDYLTLLAEQIPYEDEIRNAAVYVDGFHQFTPQEMNVLEQLMVHAEEITFSLTADKP 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!! !!! *! ! !!**!!!!!!!!!!*!! **!* !**!!!!!*!!!!!! !!!!!!!!!!*!!!!!!!!!!

logo

F
S
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E
N
R
E
SPHNELEHLFRMTGKATYYDRLHYQKAKELGNLDI

P
S
T
E
Y
K
V
E
RLESEGTEKRHQTKQHTPELARHLEARQYFYDEAERPAI

KPYAREGKRQTEASLRTI
VMQAASNR

NTDB id 982239 MHI30 RS05910 WP 075754889.1 FTANSPNELHLFRMTGKAYYDLYQKAKELGLDPSEVRLEETKRHQQHPELRHLERYFDERPAKPYRGRTESLRIMQASNR 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus !*!!*!!!!!!! !! !*!!!!!! !!** ! ! !! *!!! !!! ** !!! !! * ! ! *!!! !!

logo RATE I
LEGIARE IHASL IVREKGKGRFYRLYKRDI

VAI
V
I
LARNQPVEDYKDMTI

VKEVFAKDCYE I
LPFYF IDGKAESML

QNHPL I EFL IRSSTLDI
V
I
LKGNWRY

NTDB id 982239 MHI30 RS05910 WP 075754889.1 RTEIEGIAREIHSLIRKGRFRLRDIAVIARNVEDYKDTIKEVFKDCELPFFIDGKESMQNHPLIELIRSTLDIIKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus ! !*!!!!!!!! !*! *! *!*!**!!**!!!!! *!!!! !*!*!*!!!!! !! !!!!!! !!!*!!**!!!!!!

logo EAVFRCVKTELLFPELGNEQPKAEKRLVREQI
VDQLENYC IAYGIKGDRWTKSGKDPRFQVYRRFYAVSLDDEDFAKQTDKQE I EMTENMLNDELTKRDGW

NTDB id 982239 MHI30 RS05910 WP 075754889.1 EAVFRCVKTELLFPEGQPKERLREQIDQLENYCIAYGIKGDRWTSKDPFVYRRYASLDEDFAKTDKEIETENMLNELKGW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!!!!!!!!! !! **!!!*!!!!!!!!!!!!!!!!!! !*! !!!* !!!*!!! !! !!! !!!!!* * !

logo IVPPLVFHQRLQKRLMKKAEKTVQREKMAEALVYLRYLEEATDNVPLMKLDEQERQRLRAEDEDSGR IAI EASQRQHEQQAVWDAVIQLLDEEFVEMMGDTDEER I
NTDB id 982239 MHI30 RS05910 WP 075754889.1 IVPPVHRLQKRLKKAETVREMAEAVYLYLEEANVPMKLEQERRLAEESGRIAESRQHEQVWDAVIQLLDEFVEMMGTERI 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!** !!!!*!!! !! ! !!!*! !!!! !!*!!*!!! !!* !!! ! !! ! !!!!!!!!*!!!!!!! * !



logo SFLADLFQQMIEATGALESLKTFASL IPPALDQVF IVGNMDLSRMYGTKSCTFLVI
LGAVNDGI

VLPARPADDEDNGVLSDDDREWLKRTI
NGAVEQLAS

NTDB id 982239 MHI30 RS05910 WP 075754889.1 SFALFQQMIETGLESLKFALIPPALDQVFIGNMDLSRMYGTKCTFLIGVNDGILPARPADDGVLSDDDREWLKRNGAQLA 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus ! !!!!!!! ! !!! ! !!!!!!!!!!*!!!!!!!!!!! !!!**! !!!*!!!!! * !!!!!!!!!!!! ! !

logo

A
S
G
TGREQRLLDEHNFL IYMATFLSSPSDEKRLYVSYP IADASEGKTLLPSMTI

VVKRLENELFPDHGHEKEKRLML ITHNEPEQLVDSDEAEQLEMF
Y
L
VVNKGS

NTDB id 982239 MHI30 RS05910 WP 075754889.1 ATGREQLLDENFLIYMTLSSPSEKLYVSYPIADSEGKTLLPSTVVKRLNELFPDGEEKMLIHEPEQLDDEAQLEFLVNKG 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !!! !!!!*!!!!! !!!!**!!!!!!!!! !!!!!!!! *!!!! !!!!** !**! *!!!!* !! !! **!!!

logo

A
VALQSFHLTAGSQLGR I

LWTREQYADI SDVWWSTYNFVLMNSEPQDRI
L
F
QSKQKNI

L
F
LSSLFFRNEKVEKNQLENRHSVSRDQLYGEHR IQGSVSRMETFKNA

NTDB id 982239 MHI30 RS05910 WP 075754889.1 AALSHLAGQLGIWTRQYAISDVWWSTYNFLMNEPDRIFSQNILSSLFFRNKVENLNRHVSRDLYGEHIQGSVSRMETFKA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus ! !* ! !! *!!! ! !!!!!!!!!! !! !*!!* ! * !!!!!!! ! *! !*!!! !!!!*!!!!!!!!!!! !

logo CPFSHFASHGLHKLKERQFFKLEAPDIGQLFHSASLKL I SDRLQRELQKLDWRDLTKAEQCELTFLSSYDAVERLAPKLQKE I LLSSN
NTDB id 982239 MHI30 RS05910 WP 075754889.1 CPFSHFASHGLKLKERQFFKLEAPDIGQLFHSALKLISDRLQELKLDWRDLTKAQCETLSSDAVERLAPKLQKEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!! ! !!!!!!!!! !!! ! !!!!!!!!!!!!!!!!!!!

logo RHHYYVKEQKLQKI IVATRVSGI LSEHAKASGFAVP I
VGI

LELGFGGKGPLPPLMRTFQTLKNGCTMELVGR IDRVDKAESSKGLLLR IV
NTDB id 982239 MHI30 RS05910 WP 075754889.1 RHHYVKQKLQKIIARVSGILSEHAKASGFAPVGIELGFGGKGPLPPMRFTLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !!*!!! !!!!!* !!!!!!!!!!!!!!! !*!*!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DYKSSDKGLDLAEVYYGLALQMLTYLDLS ITHSATDWLGMKRASTPAGVLYFHI
VHDPMIQASNSLVPLGLDE I EKQE I FKKFKMKGL

NTDB id 982239 MHI30 RS05910 WP 075754889.1 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSTDWLGMKASPAGVLYFHVHDPMIQASVPLGLDEIEKEIFKKFKMKGL 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!*!*!!!!!!!!*!!!!!! *!!!!!!!! !!!!!!!!!!!

logo LLGDQEAVVKRLMDTTLEQEQGRSNI
MINSAGLKKDGSLRSDSADAVI

V
A
GEEKDEFDHLVLRTKRHI

VRRTFQEKAGEEQITDGKRVS I EPYKLMKDNKRTP
NTDB id 982239 MHI30 RS05910 WP 075754889.1 LLGDQEAVKLMDTTLEQGRSNMISAGLKKDGSLRSDSDVIAEEDFHVLRRHIRRTFQKAGEEITDGKVSIEPYKLKDRTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !!!!!! !*!!!!!! !!!!*! !!!!!!!!!!!!! **! *!**! *!*!!!!! !!! !!!!*!!!!!!!*! *!!



logo CTYCASFYKRSFVCQFDESLEENEYR I
PLKAPEKDKNTVI LERWI

LKKEADDEGTDNEGDHFS
NTDB id 982239 MHI30 RS05910 WP 075754889.1 CTYCSYRSFCQFDESLEENEYRILKPEKDNVILERLKKEDETDGDF 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS 1166
consensus !!!! **! !!!!!!!!!!!!!*!!*!!! !!! *!!! * *

X non conserved

X similar

X ≥ 50% conserved


