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NTDB id 981968 MHI42 RS30630 WP 342421616.1 MKMKTKAKGQNTWSKLLRYCRKYVPVIVIALICAAAGTVLTLLGPDMLSEITDKITAGLAGGIDMDGIAAIGITLVVIYA 80
NTDB id 370 SMU RS04260 WP 002263294.1 ....MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYF 76
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NTDB id 981968 MHI42 RS30630 WP 342421616.1 ISAVLSLSQGLIMSNITQKISKKLRTDLAHKMNRLPISYYNKSATGDILSRVTNDVDTIGQAMNQSIGTVVTAVAMFIGS 160
NTDB id 370 SMU RS04260 WP 002263294.1 AGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGS 156
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NTDB id 981968 MHI42 RS30630 WP 342421616.1 IIMMLRTNVIMTLTAIVATIIGFGLMAVIMKKSQKYFASQQEFLGKINGHVEEVYTGHNVVKAYNGEAQMRTTFQELNQG 240
NTDB id 370 SMU RS04260 WP 002263294.1 IFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQ 236
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NTDB id 981968 MHI42 RS30630 WP 342421616.1 LKNSAFKAQFLSGLMPPLMGFIGNLGFVAVCVVGAVLALDGTISFGVIVAFIMYVRYFTQPLSQIAQAAQNLQSASAAGG 320
NTDB id 370 SMU RS04260 WP 002263294.1 LFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMG 316
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NTDB id 981968 MHI42 RS30630 WP 342421616.1 RVFEFLEEAEMEDESRKENTLATAAGKVSFDQVKFAYENSGNLVIKNFSTEVKPGQKVAIVGPTGAGKTTLVNLLIRFNE 400
NTDB id 370 SMU RS04260 WP 002263294.1 RVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDK.TIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYE 395
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NTDB id 981968 MHI42 RS30630 WP 342421616.1 LTGGEIYIDDTPISSLTRENIHDLFCMVLQDTWLFEGTIRENLIYNQQNITDEKLVEACKAVGLHRFIQSLSDGYDTVLN 480
NTDB id 370 SMU RS04260 WP 002263294.1 VDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLD 475
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logo DKSVNTLSAVGQKQLQLTIARALMLKDAPLML I LDEATSSVDTRTEELL IQQRAMDHQLMEGRTSFVIAHRLSTIKRNADLVI LVLMKRDGDNI
NTDB id 981968 MHI42 RS30630 WP 342421616.1 DKVNLSAGQKQQLTIARAMLKDAPMLILDEATSSVDTRTELLIQQAMDQLMEGRTSFVIAHRLSTIKNADVILVLKDGDI 560
NTDB id 370 SMU RS04260 WP 002263294.1 DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNI 555
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