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LAAVYGYFLGI EKGNDGFQFLSAPDSQKTPTSQSDTKNESEYDVEVRTLMAEFPSDRYPETAKRHIKQDEAI ENENGEHSEP I

VCTIDRDNEGA
NTDB id 981967 MHI42 RS29395 WP 342421442.1 MKAKK.FITS.LIIVVLLSLAAYYFGENGQL.PSQTPSSDNSEVVRLEFPSDRYPETARHIQEAIENGESPICTIDRNEA 77
NTDB id 110 BSU 03430 NP 388225.3 MNITTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIKDAINEGHSEVCTIDRDGA 80
consensus ! * ! **!***!** !! ** ! *! * !!!!!!!!!!*!! *!! !*!**!!!!! !

logo EENRREKEQSLKDGVPSTKKGYDRDEWPMAMCAKEGGAEGADS IVEYI STPASDNRGAGSWVGHNQRLETDFYAPDGTKRVELFMTFIKQ
NTDB id 981967 MHI42 RS29395 WP 342421442.1 EENRKESLKGVPTKKGYDRDEWPMAMCAEGGAGADIEYITPSDNRGAGSWVGNQLEDFADGTRVEFMFK 146
NTDB id 110 BSU 03430 NP 388225.3 EERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
consensus !! ! !!! !!*!!!!!!!!!!!!!! !!! !! *!!!*! !!!!!!!!!!* ! !**!!!*! !
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