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NTDB id 981810 MHI21 RS12935 WP 341161396.1 MDKNEHTVDSQQMKMNQRGPMGKGAAGGKGTGEKANNFKKTISQLVSYSKAYVPMIILAMVLGLVGSTLNVIGPDKLSDI 80
NTDB id 370 SMU RS04260 WP 002263294.1 .................................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEM 47
consensus ********************************* ! ! *!!* *! !*! ** !!** *! !!* !!!!!*! **

logo

A
T
D
N
L
T
I
M
Q
T
E
KGI

L
A
V
G
T
G
KIDLVDSAKI

V
G
Q
E
KIAVLTVLALLYFGAFGAL ILFVNSYFTAQGSF ITVASTLVI

SQKRFLSTKQKRLMRNTAE I
L
A
S
D
RKIDNHKMVPLKYFDSHTSQYGDNTVLSR
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NTDB id 981810 MHI21 RS12935 WP 341161396.1 MVYIRLFTQPLSQLAQAATNLQSAAAASERVFEFLGEEELADERHKTIKLETAKGDVEFKHVRFGYNADRMIIKDFSMKA 400
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NTDB id 981810 MHI21 RS12935 WP 341161396.1 EAGQKIAIVGPTGAGKTTLVNLLMRFYELNDGEIYIDGTPISQLTRENIHELFCMVLQDTWLFEGTIRDNIVFSKDHVTD 480
NTDB id 370 SMU RS04260 WP 002263294.1 KAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITD 447
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