
logo MSQKTDAPLESYEVNGATIAVLPEE IDGKICSKR I I EKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKI SHKPP
NTDB id 981741 NYE22 RS16605 WP 029317573.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSRIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IMVDPSNQI FLFPTLSSTRPQCGWI SHVHVKEFKATEFDDTEVTFSNGKTMELP I SYNSFENQVYRTAWLRTKFQDRIDH
NTDB id 981741 NYE22 RS16605 WP 029317573.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RVPKRQEFMLYPKEERTKMIYDF I LRELGERY
NTDB id 981741 NYE22 RS16605 WP 029317573.1 RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
NTDB id 78 BSU 10420 NP 388923.1 RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


