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NTDB id 981551 NSS81 RS19270 WP 342430252.1 MLNRYGMIVLCLLLLGGCGSIDSASTLQKVGLLVPETVDDQVWGTKGYKGLLKIQSQFDVEVFYKEGMNSQQMVEQAVKE 80
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIED 80
consensus !* ! !! *!!!! !!! * * !!!*! !*!* ! !!!!!!!!!!! !!! * !*!*!!!!* * * *!* *
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NTDB id 981551 NSS81 RS19270 WP 342430252.1 FEQKGVNLIFGHGSEYAEYFNSISESYPAIHFVSFNGDAKKKNTTSLNFKGHAMGFFGGMVASYMSEANKVGVLAAYEWQ 160
NTDB id 94 BSU 11300 NP 389012.2 FHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQ 160
consensus !* *!!!!**!!!!!!!! !! * ! !! **!! !* !! ! !!**! !*!!!!!!!! ! *!! ! !!!*! * !!
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NTDB id 981551 NSS81 RS19270 WP 342430252.1 PEVEGFYQGAIAENKDTDVSIIYVGNWDDENRAIQSVNSMIAEGVDVVYPAGDGYNIPVIEKVKEHGLFVIGYVSDQSDL 240
NTDB id 94 BSU 11300 NP 389012.2 PEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL 240
consensus !!!*!! !! !!*! *! ! *!!!* !* * ! !! !!!!!!!!!!!*!!! *! *!!* !!!!*!!!!!
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NTDB id 981551 NSS81 RS19270 WP 342430252.1 GESTVLTSTIQQVDKLYVNVAEQFKNKELQSGNLSFDFKDNVISLGEFSPLVNKDYIKKIEKQIEVYKETGKLPN.. 315
NTDB id 94 BSU 11300 NP 389012.2 GENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !! !!!!!!*!*!!! ! *!!!! ! ! * *! !* *! !!!!! !* *! ! ! ! !! !! **

X non conserved
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X ≥ 50% conserved


