
logo MLAKSKMTRWEI IVQRERPSDQSDQKLVKSTLETEKEQLHNITPLVASLML IVKNRGFIDTAVESAQRFLFLHYGTKDAEDQFHYDPFYELLMKGMDKELAAVDIR IKREQAIDSNQQ
NTDB id 981519 NSS81 RS04945 WP 342432428.1 MLKSKTRWIVRESDSQLVKTLEKELNITPLVASMLINRGIDTVESAQFFLYGK.EQFHDPYLLKGMDLAVIRIREAIDNQ 79
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! * *! !!*! !*!!!!!!!*!* !! !! !!! !!* !* !*!!* *!!! ! !!* !! *!
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 EPILIYGDYDADGVSSTSVLMITLMELGANVQFYIPNRFTEGYGPNEPAFRHAAETGIKLIITVDTGISAIHEAKVAKEL 159
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 GVDLIITDHHEPGPELPEALAIIHPKLPDSIYPFRELAGVGVAFKLAHALYEVIPEHLFEIAVIGTVADLVSLKDENRLL 239
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!!!!!* !!*!!! ! * !!!*!!!!!!!!!!!!!!! *!**! **! !!!*!!!!*!*!!!!!*
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 VKKGLEKLKVTQNIGLKAILKLAGVNSQAITEETIGFTLAPRINAVGRLENADLAVQLLLTNDPNEAQSLAAEMDALNKQ 319
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !!!*!* !* *!!! **!! ! !!!*!! !!!!*!!!!!*!*!!*!!*!!** !* !! !!!!*! !!!
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 RQSIVNSITIEAIEEVENNFPIDSNSVLVIGKEGWNAGVIGIVASRLVEKYYRPTIVLSFDKEKGLAKGSARSIAGFDLF 399
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 ENLSTCRDILPHFGGHPMAAGMTLNLEDVSLLRSRLNKLANEQLTDEDFIAVTSLDHEITLDEINLPTLEELNLLAPFGM 479
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !! !!!!!!!!!!!!!!!!!!! !!!* !!!!!! *! !!*!!!!*! *!* * ***! **** !*!*! !!!!

logo

D
LNPKPHKVL IVESDNAVQVI

L
E
S
D
S
I
VRKIGASDNKQNTHLVKMVLTI

V
N
R
D
N
E
S
G
S
S
V
N
QLDCGI

VGFGNKLGETLQVDEGQI SVPAGASKR I S I IVGELMS IVNEWNNI
R
K
RKPQI

L
F
MIKQ

NTDB id 981519 NSS81 RS04945 WP 342432428.1 DNPKPKVLISDVQISSIRKIGSDQNHLKVLVNDSGVNLDGIGFGLGTLVDQISPAAKISIIGELSVNEWNNIRKPQIFIQ 559
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!!* * *!!!! !*!* * *!!**!! ! ! * ! !* *!!!*!!*!*!!!!! *!!!* !
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 DIAVDTWQLFDHRGVKRIRLMDGTIPKEKRKFIIFNKEQLDK.ADPALKDEITYIHDVEVAKNFNSKNANIVLMDFPPSK 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 EILIHLFKGKKPARIYAYFQKENSDFFSTIPTRDHFKWFYALLMKKGPIDLGRYGEVIAKKRGWSQETITFMSRVFSELE 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
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NTDB id 981519 NSS81 RS04945 WP 342432428.1 FVTMNKGFITLNKQAHKRDLTDSHTYQTKQAQFALERDLLFSSFQDLKNWFDDVIEEPVITEEAIK.. 784
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! * ! *** !*!!!!!!!*!!! !! !* ! *!! *!! ! ** * ! ***
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