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NTDB id 981429 AAFX31 RS22580 WP 411061911.1 LFIYLFGNLFYFRNQVEHENKVSLAKSFGAGIAHEMRNPLSGLLTSIDVIQSILPNPKSGDIKEPYALSVEELKQLRDVG 236
NTDB id 1162 A1552VC RS17020 WP 001882375.1 LFTYVFGNLCFFRNQISHETKVSIAKTFGAGIAHEMRNPLSALKTSIDVVRTMIPKPQTAA.HTDYSLDAQELDLLHQIL 239
consensus !! !*!!!!**!!!!* !! !!!*!!*!!!!!!!!!!!!!!*! !!!!!* ***! ! ** ** *! ! !! !* *

logo

D
NEADMDE I

V IHYSGNENATIDLLLTS IDENRVSPRASSTFKKHSAVQVDSVI EDKAS IVDKSTFNPYKNRAADKQHSAS IVESLDEVHQNQDPFDFFLGSDTLLKTYAVLMF
Y

NTDB id 981429 AAFX31 RS22580 WP 411061911.1 DEAMEIIHSGNETIDLLLTSIDENRVSRSTFKKHSAQSVIEDSIDSFNYKRAADKSAISLDVQNDFDFLGSDTLLKYVMY 316
NTDB id 1162 A1552VC RS17020 WP 001882375.1 NEADDVIYSGNNAIDLLLTSIDENRVSPASFKKHSVVDVIEKAVKTFPYKNAADQHSVELEVHQPFDFFGSDTLLTYALF 319
consensus !! **!*!!! !!!!!!!!!!!!!!* *!!!!! !!! * *!*!! !!! * * !*!***!!! !!!!!! ! **

logo NLFLKNAFHYHYQRSKPEDHFHS IVCHI
V
S
T
I
M
E
S
Q
S
D
T
D
S
E
V
H
TNLQIRVVRTDNGSVGIASPSDEAMI

L
E
R
D
R I FQRDFYTFTGKNSGNSYGLGLPFCQRKVMRSASFGGETIKRC

NTDB id 981429 AAFX31 RS22580 WP 411061911.1 NLFKNAFHHRSPEDFHIHVTMSSDDVTNQIVVTDNGSGISSDAIRRIFQDFYTTGKSGNYGLGLPFCQKVMRSFGGEIKC 396
NTDB id 1162 A1552VC RS17020 WP 001882375.1 NLLKNAFYYQ.KEHFSVCISIEQTSEHNLIRVRDNGVGIAPEMLEDIFRDFYTFGKNGSYGLGLPFCRKVMSAFGGTIRC 398
consensus !! !!!!** **!*!** *** *! ! ! !!! !! ** * !! !!!! !! ! !!!!!!!! !!! !!! !*!

logo

A
QSEQQVEGQWTEQFTVLMS

TFPRSLYDTSDNSTVNE IKSTELLRKLTKSLVI
L
M
Y
I
V
G
S
D
S
N
Q
Q
T
A
V
I
L
T
V
K
R
E
K
L
M
N
T
E
Q
L
M
A
S
R
V
E
F
D
M
E
GFDGFLTATI

L
D
S
A
V
A
Q
Q
SALVNRNRKQDEYEQFEFDL IV

NTDB id 981429 AAFX31 RS22580 WP 411061911.1 QSEVEQWTQFTMTFPSLTSNSVNEIKSELRKLKSVLMVSDQTVLTKKMTEMSRFMGFDLTTLDVASALNNKEYQFEFDLV 476
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NTDB id 981429 AAFX31 RS22580 WP 411061911.1 FVDMESLDLRVSSLDKLESLLSFTEARIVYLYEHHPVHRVRN...VSFEPIWVETQVWLLNTKATIDRLLFDSNYVMPML 553
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NTDB id 981429 AAFX31 RS22580 WP 411061911.1 AAKPI.ENANKRTIMVVDDNESLRRFTAMLLEKQGFDVVQKEDGQQALDALDSDDVDLILMDIEMPIMDGVEASRLIRSA 632
NTDB id 1162 A1552VC RS17020 WP 001882375.1 NVIPLQKSRHERRILVVDDNQSIRTFTAILLEQQGYEVVQANDGSEVLKHMESQNIDLVLMDIEMPNVGGLEATRLIRNS 636
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NTDB id 981429 AAFX31 RS22580 WP 411061911.1 NKPYSSVPIIAHTGDSSPVTLEKMESSGMSDFIMKPADKNRLFDKIAHWI 682
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