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NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDV 78
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDV 78
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVNKEEKEEPLEQDLITVDV 78
NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLG........................................................... 21
NTDB id 1362 HI 1008 AAC22669.1 ......MKTLFTSVV..LCGA........................................................... 13
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ....MSIRHFFTFFWATLLTL........................................................... 17
NTDB id 981427 AAFX31 RS20075 WP 061033659.1 ......MRTLYSTLLLSL.LM........................................................... 14
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ....MQIKTKIVTLFLSLCLP........................................................... 17
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ....MQIKTKIVTLFLSLCLP........................................................... 17
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...........MKWMLTLCLL........................................................... 10
NTDB id 1294 VP RS04495 WP 021449594.1 ...........MKWILTLCLV........................................................... 10
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NTDB id 263 KZH43 RS04195 WP 000387330.1 KGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYV..PTKGEEAVSQQTGLGTASSISKEKKVN 156
NTDB id 222 SPD RS04535 WP 000387330.1 KGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYV..PTKGEEAVSQQTGLGTASSISKEKKVN 156
NTDB id 188 SPR RS04295 WP 000387330.1 KGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYV..PTKGEEAVSQQTGLGTASSISKEKKVN 156
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...VISPSVCA..............QSFDQNF..QEWKAKQQMYDQKLNITKSSHSNGSKISQ.....TKNFNDSTGQIH 77
NTDB id 1362 HI 1008 AAC22669.1 ...LVVS..................SSFAEEK..ATXQTAQSV.........VTTQAEAQ.........VAPAVVSDKLN 52
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ...FSMQIVFA..............QGFDQQY..DAWKTQQKAHDTRLNSSASHHSLSKP.........TQQSGTGVKVN 69
NTDB id 981427 AAFX31 RS20075 WP 061033659.1 ...FLSP..........................................TA.LADSPTKA.........ELYDGIEVTVN 39
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ...TLPL..........................................LANAEETAPAA.........QVEEGIVITVN 43
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ...TLPL..........................................LANAEETAPAA.........QVEEGIVITVN 43
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...ILAP..........................................MSWAE.TKTKA.........DKYEGIEITVN 35
NTDB id 1294 VP RS04495 WP 021449594.1 ...VFAP..........................................LSLAA..DTKA.........DKYEGIEITVN 34
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NTDB id 263 KZH43 RS04195 WP 000387330.1 LNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 LNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 LNKASLEELKQ.VKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 1041 H0N27 RS14740 WP 005124713.1 LNQANVNEFQQ.LKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1362 HI 1008 AAC22669.1 INTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1014 ACIAD RS13855 WP 004924483.1 INSATAKELQQ.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 981427 AAFX31 RS20075 WP 061033659.1 INTATAEELSALLVGVGDKKAKDIVDYRTENGAFATADDLVSVKGIGEATVEKNRERIQL. 99
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 INTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 INTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1294 VP RS04495 WP 021449594.1 INTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
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