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NTDB id 981396 AAFX31 RS12575 WP 186171222.1 ................................................MFRFYRKQKFKRLQNTLMLAFLVLSITPVTLI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!!!!!!!!!!!!! !!! !!! !*!*

logo AI
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I
VDYLMMQAKQESEQVMGFVRSELANYASGGRFYGL IVNAFQRLDGLVDS IDEAEARESHNAQ

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 AIFFLQSHSQDLQEQSTSHLVSVRDTKQQQIVDYLQAQESQVMGFVRSELANASGGRFYGLINAFQRLGLDIDEARSNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!! !! !!!!*!!!!!! !!!!**!!* ! !! !!!!!!!!!! !!!!!!!!!*!!!!!! * !* !! *!!

logo QRYIQTGSGDQIKTS IVLPEQSSSYI
VGSERYRLLHKRYHNWAYLELLKRSDFDDI LLVDIDNGNVAVYS IVFYKNYDDNFYGTNLLTGKYKQ

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 QRYIQGSGDQIKTSILPESSSYIGSERYRLLHKRYHNAYLELLKRSDFDDILLVDINGNVAYSVFKNDDYGTNLLTGKYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! !!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!! !!**! ! *!!!!!!!!!

logo DSTNLGHITFKRLAEKQDTVNTDEQRRKSTNEDFYTPVI
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VSDFKVDQEDNGKQTYAWLGAP I IVQQGYLHSYAMFRLP I

SNAGITKL IADEGLNSKSNSPSNS IM
NTDB id 981396 AAFX31 RS12575 WP 186171222.1 DSNLGITFKRLAKDVTDRRKSNEDYTPVIVSDFKDENGKQTAWLGAPIVQQGYLHSYAMFRLPINGITKLIADLNKSSNI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!!!!! ! * !!*!!!*!!!**!!! ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!* * *

logo QTI
LLVGQSDHLRPSRSTLATHSASEQEIAS IVENKLSKLADVVDKLALASGEKRTAVGTFYDTNTDQGNEQAQI IAAYATP I ENLKNYAIHTWALVVELPEKEAFAR I

V
H
RQ

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 QTLLVGSDHLPRSLAHSQESINLSLDVVDKALAGETAVGTFDNTQNQAIIAAYTPIELKYATWALVVELPEKEAFARIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!*!!! !! *!*! * * ! !!! !! ! !!!!* !! !!!!! !! !! *!!!!!!!!!!!!!!!**!
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NTDB id 981396 AAFX31 RS12575 WP 186171222.1 LEKIFVIVMLTAIILVVVASHYLSNFITSPLLKLTWAAEKVSAGDLDETMINTERKDEIGRLAVSFERMQRSIRDKMQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!*!! !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!* !!

logo KSQNDKELEDSNLKL ITIQRKQNDELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKYQLDI I INSSGQRLA

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 KSQNDELEDNLKTIQKQNDELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKYQLDIIINSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIKQKRCSAVDLSASATRSLVLELSHHLLGKNKPTI
LR I INQVPSESDQLPGVLWVSASDPQRLEQVLMYNL IVGNAIKY

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 TLVDDLLDYHKMRYGSLDIKKSAVDLSAATSLVLELSHHLLGNKPIRIINQVPSDLGLVSSDPQRLEQVMYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! **!!!!! !! !!!!!!!!!!! !**!!!!!!* * !! !!!!!!!!*!!!*!!!!!!

logo TSEGKIV I SASTVYIDDKNI
VRVQVVDTGQGIPAEQYLEHI FEPL IQAGHQDASNRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPML

V

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 TSEGKIVISASVIDDNIRVQVVDTGQGIPAEYLEHIFEPLIQAGQDASNYRQGAGLGLSISRQLIELMGGSLYVSSQPML 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!* !!! *!!!!!!!!!!!!!! !!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!*!*!!!!!!!!*
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NTDB id 981396 AAFX31 RS12575 WP 186171222.1 GTTFSFTLPLATEEELKNYNESGSYSHFKAPDLIDNTQQENSVINENPDGPLLVIADDEPVNLRVLDSFLKLEGYRVRTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!*!!!* * * *!! !!***! *!*! **!!**!!!!**!!!!!!!!!!!!!!!*!!!!!!*!!

logo
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LEAL I EKKREKPELLVLLDIMMPGMSGYQVCEKTLRKQQTYDHAEQLP I IMLTALNQASDEDRVRGFEAGANDYLSKPFNKQEL
NTDB id 981396 AAFX31 RS12575 WP 186171222.1 CDGPETIELIEKEKPELLLLDIMMPGMSGYQVCETLRKQYDHAQLPIIMLTALNQAEDRVRGFEAGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus *!! *! ! *!!!!!*!!!!!!!!!!!!!!!! !! !!!! !!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 981396 AAFX31 RS12575 WP 186171222.1 AARITAHLSASKAEQRRLENDQLQLELKHRAMVEANLLETQGRLLEQLESAPEAIICIRDDQRIRFANEAAAKLFRRGQE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!*!!!!! !!*!! !!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!*** ***!!!!!!!!*!!!! *!
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VLKRLPEQGSGLDQATMYI FNVGGGSVNASANR IHNNLETAVEALSS
NTDB id 981396 AAFX31 RS12575 WP 186171222.1 QLKRSMADEIIAPKYLKVEQAHYCGDIDIYIDDTRQRIPSDILKLPEGSGLDTMYIFNVGGGVNSNRINNLETAVEALSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!*!!!!*! *!! !!!! !!*!*!! !!*** !*!*!! !!!! !!!!!!!! !! !!*!!!!!!!!!!!

logo YAFEGDKDKLQKQLKELGGEFTRLADKASTGEGYKQNSKQDELMRAEVLVDEAMTNSAI
L
L
NYWERSVSTGEQSTKFATFAEKQSGLWRVYLDRSTL

NTDB id 981396 AAFX31 RS12575 WP 186171222.1 YAFEGDKDKLQQLKELGGEFTRLADKATGEGKNKQELMREVLVDAMTNAILYWESVTGETKFAFAEKSGLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!*!! !!*!!! !!!*!!! !* !!! !*! *!! !!! !!!!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSS ILDEFYI LEHCKEAQGTPERTHI EML

QRDKLQKLLTSE
NTDB id 981396 AAFX31 RS12575 WP 186171222.1 QTRTLDKYLRVETLPKTPRWRTVLSSIEFILEHCKEQTPERTHIEMLRDKLQKLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!*!!!!!!!!!!!!! !***!!!!!!! !!!!!!!! !!!!!!!!!!*
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