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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 981163 AAGT95 RS04220 WP 342595659.1 .MARGVNKVILIGNLGQDPEVRFLPSGNPVCNLRIATTDSWTDRQSGQRQERTEWHSVVLFNKLAEIAQQYVKKGSRIYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAPYDEGYGQ......SQEAYQ.................... 130
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAPYEEGYGQ......SQEAYQ.................... 130
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGD...FGGNQGSGWNQAPAQTNYN....QGGYSDNYAQNNNFNG 151
NTDB id 981163 AAGT95 RS04220 WP 342595659.1 EGRLQTRKWQGQDGQDRYSTEIVGNDMQMLDSRGGGQGGGDYAQPQG.QYGGAPQNGGYDQPPQQGGYGGNPQQPQQPQQ 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLG.........GRA.QQGGMPAQGGMNVPAQQGSWGQPQ.QPAKQH. 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 RPAQQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 RPAQQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..GNATRP...........QPAQKPAA..QAEPPMDNFDDDIPF 180
NTDB id 981163 AAGT95 RS04220 WP 342595659.1 RPAQGQRPPQQG...QPASQPNQNPNYGAPNPGSFDDFDDEIPF 199
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAP...........QQYSQPQYNEP....PMDFDDDIPF 177
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