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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 MVKSINPIKQKKNIASFISHAIVVALGTLIIMVLFQSYQISSRLIAQEVMRTSKQTSSLIQSLFDFRLATLQIHQDSSAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 NATLVQAIHSGKEEELDQYFLTVDQLELSNTPDIRFITSQKEMLWDDGNSQFYGIETKELGKIVRRVSISSNWHLIKSPS 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 LLGPTYLLVRRSSIVDPATGEVLGFLYVSIVLNDNYALIETIKDNSNAQNLVLAVDENILSSTLNGNDLYNEQDIIRSVT 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHS.A 239
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 GEALDEKNIVSKTMLELEGVPTYLAVFSVQSNQNALKLRDSYYFWIVFALIALLGVTIVTRWWLHKRIKHEIDQLMSYTH 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KDAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTH 319
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 KVAVQGKEYFFPGSAIYEFDHFGRTLENTFQRLAEQEKQFEDLFNFSLSPIILWSTEGYIIRMNPAAQKEFIGAKGESKR 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 KLMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHF 399
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 SFRALEKQLLPDIQSAATGELSKEVMTEIDKKVFRWSISPIVIENKIESIITQGQDVTSFAEAEKQSRLARKEAEESARV 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LFEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARV 479
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 RADFLAKMSHELRTPLNGILGVSQLLKRSVTSPEQIDQLNVLCSSGEHLLAVLNDILDFSKIEQGQFRISSSDFPLINVV 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 RAEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELV 559
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 SAIEQIYKPMCQEKNLAFEIETDINEGVIVNSNQVRLNQILYNIINNALKFTNEGSIYVRISMQYGV.TDQLYVTVRDTG 639
NTDB id 1164 A1552VC RS18025 WP 001026306.1 CAIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTG 639
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 IGIKESDLKIIFEPFMQAEPTTTREYGGSGLGLAIVHSLVEMLGGSIQVKSEFGKGTEFVVILPMEVVSRKSISDEKQEE 719
NTDB id 1164 A1552VC RS18025 WP 001026306.1 IGIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPA 719
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 TKRFALFDKSLKVLLVEDNHTNAFIARAFCEKYGMDVDWVKDGLQAIEKAKTQQYDIIFMDNQLPFLDGVDATKVLKKEM 799
NTDB id 1164 A1552VC RS18025 WP 001026306.1 PDPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVL 799
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NTDB id 981107 AAGA51 RS17450 WP 042487208.1 QLNTPVFACTADGMESTQQAFLAAGAEYVIVKPIREESLYQALVHYKQTYC....... 850
NTDB id 1164 A1552VC RS18025 WP 001026306.1 HLPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
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