
logo MS IVSNTVTKEVEEFDFLDEDIDEASLTEAVLVETVDAEKLTSTDEDEDEDL IVAVEDGAQASEDEVREEFDASATKSLDATQMYLSE IGFSPLLTAEEEVLY
NTDB id 981097 AAGA51 RS12895 WP 042480590.1 MSISNTVTKEEEFDLDIDSTEAVEVDAKLTTEDDDI...DQAEEVREEFDASTKSLDATQMYLSEIGFSPLLTAEEEVLY 77
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!!!!!! !!!! * * ! *! !! !!**** **** !*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARRALRGDEAARKRRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 981097 AAGA51 RS12895 WP 042480590.1 ARRALRGDEAARRRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 157
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IALSELDKRPVDDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILP
NTDB id 981097 AAGA51 RS12895 WP 042480590.1 NQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIASELDKPVDDVSKMLRLNERISSVDTPIGGDGDKALLDIIP 237
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo DI
S
H
NNASDPEFVSTQDDDIRDESL ILANWLDEELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LMVK

NTDB id 981097 AAGA51 RS12895 WP 042480590.1 DINNSDPEVSTQDDDIRDSLIAWLEELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILMK 317
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! *! !!! !!!!!!!!*!!* !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo QGLNMEASLFNVEAYDEAN
NTDB id 981097 AAGA51 RS12895 WP 042480590.1 QGLNMESLFNVEAEA 332
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!! !!!!! *
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