
logo MQQEHNQSPTFYFFFDYETWGTVNPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPNSDYLPAPEAAL ITGITPQKAMNASQGLAPEP
NTDB id 981092 AAGA51 RS06090 WP 042488467.1 MQQENSPTYFFFDYETWGTNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPSDYLPAPEAALITGITPQKAMAQGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!!* !!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!*!!

logo EF IAR IHAHELSQTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNFFIDPYASWSWQHNGSNSRWDLLDVLMRACHALRPEGI EVWPENDEDEGFT

NTDB id 981092 AAGA51 RS06090 WP 042488467.1 EFIARIHHELSQPNTTSLGYNSIRFDDEVTRYTCYRNFFDPYSWSWQNSNSRWDLLDVMRACHALRPEGIVWPENEEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!!!!*!!! !!! !!!!!!!!!!!!!!!!!!!!! !!! !!!!* !!!!!!!!!*!!!!!!!!!!! !!!!**!!!

logo SFKLEHLSKVANGI EHESNAHDAMADVIATI ELAKKVKAAQPKLFDYFFTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 981092 AAGA51 RS06090 WP 042488467.1 SFKLEHLSKANGIEHENAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLNELVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP IAWHPTNQNAVIVAVDLAGKDPQPLLELDSASEETLHQATRLYTKRRYDEDELAPDELPVPVKLVHLNKCP I LAPAKTLTAENADQ
NTDB id 981092 AAGA51 RS06090 WP 042488467.1 TSWIVPIAWHPTNQNAVIVADLAKDPQPLLELSSEELHTRLYTKRDELAPDELPVPVKLVHLNKCPILAPAKTLTAENAD 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!!!!!!!!!!!!!! !!*!!!!!!!!! ! !* !!!!* **!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIG IDNREQCLAHNLANLVIRQHPE IREKLVSTLVFS IQEREFYENQESSDVDSTQLYADGFFSPADKRAASME I IRGTTAPPENLAGASLADIRTFVADK
NTDB id 981092 AAGA51 RS06090 WP 042488467.1 KIGINREQCLANLALIRQHPEIREKLVSLFSIEREYEQSSDVDTQLYDGFFSPADKASMEIIRGTPPENLAALDITFADK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!! !!!!!!*! *!!!!!!!!!!!!**!! !!!* ! !!!!*!!! !!!!!!!*! !!!!! !*!!!!* ! ! !!!

logo R I EPLLFRYRARHFYPHWTLDTDENTEQRRWAANHCRDFYFYERSNR I
LEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHQYVESKLAVCS
NTDB id 981092 AAGA51 RS06090 WP 042488467.1 RIEPLLFRYRARHFPWTLDENEQRRWANHCRDFYESRIEGYMLNLENLVHEHESDEKKIAILKSVYQYVSKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!!*!*!! * !!!!!! !!!!**! *!!!!!!!!!!!!!! !*!!*!!!!!!!*!! !! *
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