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NTDB id 613 LCA RS05340 WP 231952379.1 .MMWQDYWQR...YRRFW...WVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQL.LATSA......SKTKPATKKTHQAAT 66
NTDB id 1127 NGFG RS10560 WP 003703428.1 ................................................................................ 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ................................................................................ 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ................................................................................ 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ................................................................................ 0
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDGDNSK 80
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDGDNSK 80
NTDB id 1362 HI 1008 AAC22669.1 ....MKTL........FTSV......VLCGALV............................................... 15
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MKKLS......RYTFS......LLFG.LF............................................... 16
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ....MQYSMRFWKNKYFLLI......MLCLGVI............................................... 23
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ....MQYSMRFWKNKYFVLI......MLCLGVI............................................... 23
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ....MSIRHF...FTFFWAT......LLTLFS................................................ 19
NTDB id 981087 AAGA51 RS05000 WP 102940708.1 ................................................................................ 0
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ....MQIKTK...IV.TLFL......SLCLPT................................................ 18
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ....MQIKTK...IV.TLFL......SLCLPT................................................ 18
NTDB id 1294 VP RS04495 WP 021449594.1 ..............M.KWIL......TLCLVV................................................ 11
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ..............M.KWML......TLCLLI................................................ 11
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NTDB id 1108 NGFG RS06525 WP 003703428.1 ......MSRGGA..TPYRFL...........................LIRHIVARCGLLFATLKGKTMKKM..FVL.... 39
NTDB id 20 SA RS08005 WP 001802022.1 NKGPVYVDVKGAVKHPNVYKMTSKD.RVVDLLDK.AQLLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVN.... 154
NTDB id 36 MW RS08230 WP 001793467.1 NKGPVYVDVKGAVKHPNVYKMTSKD.RVVDLLDK.AQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVN.... 154
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NTDB id 613 LCA RS05340 WP 231952379.1 ATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQ.TLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTF 225
NTDB id 1127 NGFG RS10560 WP 003703428.1 ..............FCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVL 104
NTDB id 1126 NGFG RS09375 WP 003703428.1 ..............FCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVL 104
NTDB id 1125 NGFG RS07215 WP 003703428.1 ..............FCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVL 104
NTDB id 1108 NGFG RS06525 WP 003703428.1 ..............FCMLFSCAFSLAAVNINAASQQELE.ALPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVL 104
NTDB id 20 SA RS08005 WP 001802022.1 ..............SVHVKNGNTNNTKVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTF 219
NTDB id 36 MW RS08230 WP 001793467.1 ..............SVHVKNGNTNNTKVNLNTASVSELM.SVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTF 219
NTDB id 1362 HI 1008 AAC22669.1 ..............AEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATL 103
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..............Q.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATL 103
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ..............ISQTKNFNDSTGQIHLNQANVNEFQ.QLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIF 127
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ..............ISQTKNFNDSTGQIHLNQANVNEFQ.QLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIF 127
NTDB id 1014 ACIAD RS13855 WP 004924483.1 .................PTQQSGTGVKVNINSATAKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFI 119
NTDB id 981087 AAGA51 RS05000 WP 102940708.1 .................TVKTDDIVITVNVNTASAEEISTLLKGVGLKKAQAIVEYRDQHGPFASKDDLTKVKGIGASTV 76
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 .................AQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATV 94
NTDB id 1150 A1552VC RS08580 WP 001166105.1 .................AQVEEGIVITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATV 94
NTDB id 1294 VP RS04495 WP 021449594.1 .................ADKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATI 85
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .................ADKYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATV 86
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