
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFYRKRQKFKRLQNTLMALAFLAVLS I ITPLTI
VT

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 ................................................MFRFYRRQKFKRLQNTLMLAFLVLSITPLTVT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!*!!!!!!!!!!! !!! !!! !!!*!

logo AI
LFFLHKSHI

S
D
KDLEQEQQSTSHYLLVSVRDNTKQQQVIDYLMMSAKESEVMGFVRSELAYASGGRFYGLVNAFQTRLDGEVNS I EAQAREHNAQ

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 AIFFLKSHIDDLQEQSTSHLLSVRDTKQQQVIDYLSAKESEVMGFVRSELAYASGGRFYGLVNAFTRLGENIEQARENAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!! !! !!!!*!*!!!! !!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!*!!

logo QRYI LTGSGDQI
VKTSVLPQSSSYVGSERYRLLHKRYHWAYLMELLKRSDFDDI LLVDI

L
D
QGNI

V
T
VYS INYKNYDEENFYGTNLFLSTGKFYKQ

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 QRYILGSGDQVKTSVLPQSSSYVGSERYRLLHKRYHWAYMELLKRSDFDDILLVDLQGNITYSINKNEEYGTNLFSGKFK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!* !!* !!! ! * *!!!! *!!*

logo DATNLGHQTFKQRLEEQTVNSEQRKNTNEDFTPVI
V
I
LSDFVEQEDNGKQQYAWFLGAP I IQQGYLHSYAMFRLPNSKNAGITKL IADEGSNSSNPSPSM

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 DANLGQTFQRLEETVSEQRKNNEDFTPVILSDFVEENGQQYAWFGAPIIQQGYLHSYAMFRLPNKGITKLIADSN.NSPM 271
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ! !!!*!! !!! !! !!!! !!!!!!!**!!!! ! ! !!!! !!!!!!!!!!!!!!!!!!! *!!!!!!* *!**!

logo QTI
LLVGPQDHRSRTLSTSYALEQDIADI

V
D
EKSKRAEVI

V
D
NLALSGKKRAEVGTYTDNATDVGEKQI

NIAAYAP INLKNNS ITHWAI
LVVELPEKEAFARVNRQ

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 QTLLVGPDHRSRTLSYLQDDIDKSREVINLALSGKKEVGTYTDAVGEKNIAAYAPINLNSTHWAIVVELPEKEAFARVNQ 351
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!*!!!*!!!!!!!* **!!* !* !!!!!!* !!!!! !! !!!!!!!!! !!!*!!!!!!!!!!!!! !

logo LEKLF IVFAMLTAIVLVVIASHMYLSNF ITSPLLKRLTWAAERAVSAGDLDEASMINTDERKDE IGRLAVSFERMQRS IREKIQSL I
NTDB id 981082 AAGA51 RS02520 WP 042484730.1 LEKLFIFAMLTAIVLVVIASHMLSNFITSPLLRLTWAAERASAGDLDESMINTDRKDEIGRLAVSFERMQRSIREKIQLI 431
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!! !!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!! !!

logo KSQNKSELEKSNI
L
L
QI IRKQNDELQLANKLKDEFLATTSHELRTPLHGMIG IAEAL I SGANGP I STASADHKYQLDI IAI STSGQRLA

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 KSQNSELEKNIQIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPITSDHKYQLDIIATSGQRLA 511
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!! *!!!!!!



logo

R
TLVDDNLLDYHKMRYGADLDIQCRCDAVDLSSASTRLVLELSHNHLLGKKPTI

LR I INQI
VSDENQPQFVWVSADPQRLEQVLYNL IGNAIKY

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 RLVDNLLDYHKMRYGDLDIQCDAVDLSSSTRLVLELSNHLLGKKPIRIINQISDNQFWVSADPQRLEQVLYNLIGNAIKY 591
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!! !!!!!!!!!! !!!!**!!!!!! !!!!!!!!*!!!!!!**!!!!!*!*** !!!!!!!!!!!!!!!!!!!!!!!

logo TSEGKIV I SASTQYIDDKQVRVQVVDTGQGIPAEQLEHI FEPL IQAGGTHVDEATNSRYRQGASGLGLS I SRQL I ELMHNGTLYVSSQPLMV
NTDB id 981082 AAGA51 RS02520 WP 042484730.1 TSEGKIVISASQIDDQVRVQVVDTGQGIPAEQLEHIFEPLIQGTVETNRYRQGSGLGLSISRQLIELMNGTLYVSSQPLV 671
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!* !!! !!!!!!!!!!!!!!!!!!!!!!!!!!* ** !!!!! !!!!!!!!!!!!!!*!!!!!!!!!*!

logo GTTFSFTLP I
LASAEEDE IAEQRARLTELQPHFYQAVLPEVGLDESVELPDEQTSNLPENESDHGPLLLVADDEPVNLR I

VLDSFLRLEGYRVHRTAVAQ
NTDB id 981082 AAGA51 RS02520 WP 042484730.1 GTTFSFTLPIASAEDIERARLTEQPHYQVLEVGEVELPDTSNLPENSDGPLLLVADDEPVNLRILDSFLRLEGYRVRTVA 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!*!! !*! !!!!! !!*! *!! * !!!* !!!!!! *!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!

logo DGHNEQVLERAI
V
E
K
N
REKPELLVLLDIMMPGMSGYQVCEKLREQKTYDSHLATDELP I IMLTALNQSTDEDRLVRGFAEAGANDYLSKPFNKKQELA

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 DGNEVLRAVENEKPELLLLDIMMPGMSGYQVCEKLREKYSLTDLPIIMLTALNQTEDRLRGFAAGANDYLSKPFNKKELA 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!* !! !* !!!!!*!!!!!!!!!!!!!!!!!!! ! * *!!!!!!!!!!!**!!*!!! !!!!!!!!!!!!! !!!

logo AR IHVAHLMATASKQAELQRR I
LENALEQLQKNELKHQRANMVVEADSLLETQEGRLLEQLESAPEAI LVCLVKEGNNKVLRFANEQAAASRLFKRRTPQEQ

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 ARIHAHMAASQAEQRRLENLELQNELKQRNVVEADLLETQERLLEQLESAPEAIVCLKENNKVLFANQAASRLFKRTQEQ 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!!*!!* !! !! !!*!! !! !!!*! *!!! !!!!! !!!!!!!!!!!!!*!*!! !!! !!! !! !!!*!!*!!

logo LKRSNSAEELFIASHPKFHLNI ETQEHYCGENI
VDI

V
F
YVDGDSVRLQHLPSADI

VLKRLPKQGSGLMQAI
MYI FLNI

VGGASQVNSAAQRIHNLETAVDEALSSY
NTDB id 981082 AAGA51 RS02520 WP 042484730.1 LKRSSAEELFSHKHLNITQEHYCGEVDIFVGDSRLHLPADILKLPKGSGMQAIYILNIGGAQSAQRIHNLETAVDALSSY 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!! !!!! !*!!! !!!!!! *!**! ! ! !!*!!*!*!! !!!*!!*!! !*!! ! !!!!!!!!!*!!!!!

logo AFESGDKDEKRLQKQLKELGGEFTR I
LADKAESGDENYQSKQDELMRAVLVDEAMTSALNYWEKRAVPSGQSTKFTFAEQSGLWRVYLDRSTLQ

NTDB id 981082 AAGA51 RS02520 WP 042484730.1 AFSGDKERLQQLKELGGEFTRIADKAEGDNQSKQELMRAVLVDAMTSALNYWEKAPGQTKFTFAEQSGLWRVYLDRSTLQ 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !! !!!**!! !!!!!!!!!!*!!!! !* !!!!*!!!!!!!*!!!!!!!!!!* *!!*!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDYI LEHCHKNEAQGPSERTHI
LEAML

QRDNKLQKL ILATASEM
NTDB id 981082 AAGA51 RS02520 WP 042484730.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHHNEQGSERTHLEALRNKLQKLIAAM 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !*!!!!*! ! !!!!!*

X non conserved

X similar

X ≥ 50% conserved


